
uvig_80534: 24,542-36,597 (+)
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IMGVR_UViG_3300045988_049655|3300045988|Ga0495776_172956: 24,542-31,691 (+)
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IMGVR_UViG_3300014798_000225|3300014798|Ga0134382_1000077|19849-61697: 25,136-32,234 (+)
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MGV-GENOME-0282404: 24,824-33,203 (+)
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IMGVR_UViG_3300014562_000005|3300014562|Ga0134376_100267: 25,600-36,087 (+)
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exonuclease (CDS_0048)
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IMGVR_UViG_3300014551_000086|3300014551|Ga0134380_100164|2-40461: 25,500-33,905 (+)

DNA helicase (CDS_0039)

IMGVR_UViG_3300029793_000420|3300029793|Ga0243738_1000250|33618-79041: 25,491-35,857 (+)
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uvig_458214_: 25,491-34,458 (+)

integrase (CDS_0040) 41 42 43

MGV-GENOME-0285387: 25,484-34,486 (+)
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uvig_456834: 25,491-40,109 (+)

tRNA-Pro(AGG)
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DNA, RNA and nucleotide metabolism integration and excision lysis unknown function virulence (VFDB) tRNA


