
uvig_325351: 10,817-25,561 (+)

9 10 11
portal protein (CDS_0012)

13 14 15 16 17 18 19
endolysin (CDS_0020)

21 22 23 24 25 26 27 28 29 30 31
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0032)

MGV-GENOME-0241055: 9,470-21,673 (+)

8 9 10 15 16 17 18 19

uvig_283947: 12,425-22,755 (+)

14 15 16 17 18
19

20 21 22 28

uvig_295768: 12,407-23,117 (+)

14 18
19

20 21 22

MGV-GENOME-0226426: 12,990-24,348 (+)

14 15 19 20 21 transcriptional repressor (CDS_0022) 28

MGV-GENOME-0211621: 13,010-22,441 (+)

14 16 17 19
20

21 transcriptional repressor (CDS_0022)

uvig_2544: 10,781-23,856 (+)

14 15 16 17 18 19 20 21 22 27 28 RecE-like recombination exonuclease

MGV-GENOME-4407647: 10,781-21,390 (+)

14 15 16 17 18

SAMN04571726_a1_ct31802_vs1: 10,788-23,336 (+)

14 15 16 17 18 19 20 21 22 25

SAMEA2737809_b1_ct78_vs2: 10,756-22,658 (+)

14 15 16 17 18 19 20
21

22

uvig_323568: 10,783-21,961 (+)

14 15 16 17 18 19
20

21

MGV-GENOME-0222586: 10,763-19,538 (+)

14 15 16
17

18

MGV-GENOME-0228059: 11,252-23,223 (+)

14 15 16 17 18 19 20 21 27

uvig_331016: 11,252-22,761 (+)

14 15 16 17 18 19 20

uvig_254241: 10,771-23,929 (+)

14 15 16 17 18 19 20 21 22
23

24
25

26

uvig_312404: 10,782-20,614 (+)

14 15 16 17 18 19

MGV-GENOME-0224203: 10,790-22,320 (+)

14 15 16 17 18 19 20 24

MGV-GENOME-0227417: 10,790-21,957 (+)

14 15 16 17 18 19

MGV-GENOME-0238551: 10,767-21,086 (+)

14 15 16 18

uvig_340898: 11,266-20,982 (+)

14 15 16 17 18

MGV-GENOME-0215595: 11,286-20,820 (+)

14 15 16 17 18 19

MGV-GENOME-0256741: 10,764-21,851 (+)

14 15 16 17 18 19 20

uvig_573939: 10,772-22,298 (+)

14 15 16 17 18 19 20 21 transcriptional repressor (CDS_0022)

uvig_412248: 9,459-19,927 (+)

13 14 15 16 17 18 19

MGV-GENOME-0237651: 10,772-20,902 (+)

14 15 16 17 18

MGV-GENOME-0202387: 10,784-19,826 (+)

14 15

MGV-GENOME-0228784: 10,774-21,076 (+)

14 15 16 17 18 19 20

MGV-GENOME-0213873: 10,765-22,375 (+)

14 15 16 17 18 19 20 21

MGV-GENOME-0221087: 10,789-21,258 (+)

14 15 16 17 18

uvig_253257: 10,785-23,010 (+)

14 15 16 17 18 19 20 21 22

MGV-GENOME-0218339: 11,305-22,151 (+)

14 15 16 17 18 19

MGV-GENOME-0205904: 10,791-20,656 (+)

14 15 16

uvig_499454: 10,776-20,328 (+)

14 15

uvig_404018: 10,767-21,877 (+)

14 15 16 24

MGV-GENOME-0207701: 10,767-21,877 (+)

14 15 16

MGV-GENOME-0211965: 11,286-20,352 (+)

14 15 16 17

uvig_102711: 11,206-20,320 (+)

15 16 17 18

MGV-GENOME-0215911: 11,286-20,215 (+)

14 15 16

MGV-GENOME-0224756: 11,293-19,140 (+)

14

MGV-GENOME-0240502: 11,324-25,160 (+)

14 15 16 17 18 19 20 22

MGV-GENOME-0213450: 11,288-20,793 (+)

14 15 16 17

uvig_369302: 11,287-21,545 (+)

14 15 16 17 18 19 20

MGV-GENOME-0216890: 11,287-20,943 (+)

14 15 16 17 18

SAMN00792082_a1_ct4833_vs1: 11,299-23,511 (+)

14 15 16 17 18 19 20 21 23

MGV-GENOME-0230517: 11,299-22,912 (+)

14 15 16 17 18 19 20

uvig_540185: 11,266-20,747 (+)

14 15 16 17 18

MGV-GENOME-0208282: 11,266-20,713 (+)

14 15 16 17 18

MGV-GENOME-4406564: 11,311-21,638 (+)

14 15 16 17 18

MGV-GENOME-4403279: 10,798-19,152 (+)

14 15 16 17 19 20

MGV-GENOME-0214276: 11,360-18,949 (+)

14 15 16 17

MGV-GENOME-0218465: 11,360-18,949 (+)

14 15 16 17

MGV-GENOME-0216972: 11,315-20,596 (+)

14 15 16 17 18 20

MGV-GENOME-0229373: 11,340-22,359 (+)

14 15 16 17 19

uvig_596706: 11,276-25,040 (+)

14 15 16 17 18 19 20 21 22 23 24 25

SAMN04261284_a1_ct15386_vs1: 11,273-20,426 (+)

14 15 16 17 18 19 23 transcriptional repressor (CDS_0024)

MGV-GENOME-0217650: 11,273-19,778 (+)

14 15 16 17 18

uvig_575678: 11,280-21,430 (+)

14 15 16 17 18

MGV-GENOME-0246946: 11,351-26,893 (+)

14
15

16 17 18 19

MGV-GENOME-0253121: 11,381-27,202 (+)

1415 16 17 18 19

SAMEA2737687_b1_ct88_vs2: 11,330-21,852 (+)

1415 16 17 18 19

uvig_387297: 11,301-20,860 (+)

14 15

MGV-GENOME-0224293: 10,758-20,220 (+)

14 15 16

MGV-GENOME-0202071: 11,076-20,536 (+)

14 16

MGV-GENOME-0211599: 11,076-22,213 (+)

14

MGV-GENOME-0242469: 11,327-20,735 (+)

14

uvig_321524: 11,319-19,262 (+)

14

MGV-GENOME-0205089: 11,255-21,945 (+)

14 15 16 17 18

MGV-GENOME-0218966: 12,497-22,939 (+)

14 16 18 19 20 27

MGV-GENOME-0213500: 12,497-22,893 (+)

14 18 19 20 RecE-like recombination exonuclease (CDS_0026)

MGV-GENOME-0212250: 11,345-20,740 (+)

14 15 16
17

18

MGV-GENOME-0202957: 10,781-21,641 (+)

14 15 20 21 22 23

uvig_215080: 10,763-20,283 (+)

14 19

MGV-GENOME-0204741: 10,784-21,215 (+)

14 15 20

SAMN11252289_a1_ct92704_vs1: 11,316-22,810 (+)

14 15 16 17 18 19 20 21 Rnase E (CDS_0022)

MGV-GENOME-4370091: 11,339-21,139 (+)

14 15 16 17 18 19 20

MGV-GENOME-0168683: 10,781-22,967 (+)

14 15 16 17 18 19 20 21 22

MGV-GENOME-0154182: 10,757-21,002 (+)

14 15 16 17 18 19 20

MGV-GENOME-0168863: 10,834-20,947 (+)

14 15 16 17 18

SAMN09781694_a1_ct90890_vs1: 13,210-18,262 (+)

16

SAMN05414916_a1_ct264464_vs1: 11,289-16,131 (+)

14

uvig_341153: 10,804-18,288 (+)

14 15 16 17

MGV-GENOME-0168425: 11,311-21,593 (+)

14 15 16 17 18

MGV-GENOME-0156026: 11,247-21,247 (+)

14 15 16 17 18 19

MGV-GENOME-4376145: 11,308-22,206 (+)

14
transposase (CDS_0015)

16 17 18 19 20

MGV-GENOME-4369584: 11,308-21,059 (+)

14 15 16 17 18 19

MGV-GENOME-0164991: 10,765-22,453 (+)

14 15
replication initiation protein (CDS_0016)

17 18 19 20 21
MTase_II_00015 Type (CDS_0022)

23

MGV-GENOME-0163275: 10,778-22,210 (+)

14 15 16 17 18 19 20
MTase_II_00015 Type (CDS_0021)

22

SAMN09781779_a1_ct335493_vs1: 11,259-22,397 (+)

14 15 16 17
MTase_II_00015 Type (CDS_0018)

19

MGV-GENOME-0163395: 10,768-22,225 (+)

1415 16 17 18

SAMN10080918_a1_ct26534_vs1: 10,750-16,284 (+)

1415 16

SAMN03418256_a1_ct220376_vs1: 11,260-19,762 (+)

14 15 16 17
MTase_II_00015 Type (CDS_0018)

19

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


