
MGV-GENOME-0178351: 13,141-18,881 (+)

14 15 16 17 18 19

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0020)
replication initiation protein (CDS_0021)

22 23

uvig_575678: 17,550-25,589 (+)

19 20
transcriptional repressor (CDS_0021)

24 25 32 33

MGV-GENOME-0218966: 16,949-24,119 (+)

18 20 23 24 27 29

MGV-GENOME-0213500: 18,356-26,803 (+)

23 24
RecE-like recombination exonuclease (CDS_0026)

27 32 33 34

MGV-GENOME-0213450: 18,465-30,336 (+)

28 29 31 32 33

MTase_II_00015 Type (CDS_0035)

36
Rnase E (CDS_0037)

MGV-GENOME-0301119: 12,743-23,424 (+)

16 21 22 27

MGV-GENOME-0215911: 18,320-27,178 (+)

27 28 29 33

MGV-GENOME-0230517: 20,976-29,076 (+)

31

uvig_102711: 18,388-26,757 (+)

28 29

MGV-GENOME-0246946: 23,556-32,620 (+)

29 30 31

uvig_387297: 17,359-25,897 (+)

21 25

MGV-GENOME-4406564: 19,737-28,339 (+)

24 30 31

SAMEA2737687_b1_ct88_vs2: 18,558-27,357 (+)

28 29 34

uvig_283947: 19,491-28,290 (+)

31 32 37

MGV-GENOME-0224756: 15,860-25,334 (+)

22 29

MGV-GENOME-0202468: 12,526-22,488 (+)

replication initiation protein (CDS_0022)
23

uvig_105691: 12,877-22,917 (+)

RecE-like recombination exonuclease (CDS_0020)

MGV-GENOME-0205089: 18,309-26,619 (+)

24 27

4000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


