
uvig_365451: 29,762-37,067 (+)

DNA primase (CDS_0030)
transcriptional regulator (CDS_0031)

32 33 34 35
oMTase_00010 orphan (CDS_0036)

37 38 39 DNA repair exonuclease (CDS_0040)

uvig_345295: 25,429-35,734 (+)

tail fiber protein (CDS_0029) HNH endonuclease (CDS_0033) 37

MGV-GENOME-0316082: 22,258-35,174 (+)

Erf-like ssDNA annealing protein (CDS_0023)
24 25 26 27 28 transcriptional regulator (CDS_0031) transcriptional regulator (CDS_0032)

MGV-GENOME-0315949: 22,453-35,223 (+)

transcriptional regulator (CDS_0031)

MGV-GENOME-4425471: 23,584-35,334 (+)

transcriptional regulator (CDS_0028) 31 37

uvig_513867: 6,828-18,489 (+)

14

uvig_417885: 22,457-35,019 (+)

tail length tape measure protein (CDS_0023) transcriptional regulator (CDS_0028) 30 31

MGV-GENOME-0312329: 22,250-34,768 (+)

29 30

uvig_272900: 22,682-34,581 (+)

30

uvig_274184: 22,345-34,636 (+)

tail fiber protein (CDS_0026) tail fiber protein (CDS_0027) 31

uvig_331699: 22,601-32,892 (+)

tail fiber protein (CDS_0028) 32 34 35

SAMN11031411_a1_ct3583: 22,732-33,231 (+)

32

NC_054894.1: 22,745-32,924 (+)

tail fiber protein (CDS_0029) 33 34

SAMN11031437_a1_ct263: 22,016-33,515 (+)

tail fiber protein (CDS_0026) 30 31 32

uvig_581698: 28,152-35,678 (+)

36 37 38

MGV-GENOME-0307055: 28,041-35,860 (+)

35 36 38

MGV-GENOME-0309897: 27,659-35,022 (+)

37 holin (CDS_0041)
endolysin (CDS_0042)

Rz-like spanin

5000 nt

DNA, RNA and nucleotide metabolism lysis tail transcription regulation unknown function defence (PADLOC)


