
uvig_367944: 42,446-48,160 (+)

52 53 54 55 56 57 58 59 60 61
polynucleotide kinase (CDS_0062)

63 64

MGV-GENOME-0307081: 38,745-44,459 (+)

51 52

MGV-GENOME-4426045: 42,196-47,815 (+)

51 56 57 61

SAMN04261159_a1_ct10984: 42,055-47,674 (+)

56 57

uvig_272900: 39,637-45,130 (+)

46 47 49 53 54 55

uvig_513867: 23,491-28,870 (+)

35 36 37 38

MGV-GENOME-0316082: 42,014-47,952 (+)

58 59 60

SAMN10080930_a1_ct5689_vs1: 17,225-22,767 (+)

29 33 34 35 41

MGV-GENOME-0318226: 42,379-48,344 (+)

57 58 59 60 65 67

MGV-GENOME-4425471: 40,441-46,130 (+)

53 54 55 56 HNH endonuclease (CDS_0059) 61

MGV-GENOME-0312329: 38,967-45,879 (+)

DNA methyltransferase (CDS_0044) 49 50 52 53 54
transcriptional regulator (CDS_0055)

56

2000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function


