
IMGVR_UViG_3300007502_000028|3300007502|Ga0104995_100091: 16,680-23,535 (+)

baseplate protein (CDS_0021)

baseplate protein (CDS_0022)
tail fiber protein (CDS_0023)

24 25 26 27 28 29 30 endolysin

IMGVR_UViG_3300007196_000023|3300007196|Ga0103270_100159: 15,226-26,085 (+)

20 tail fiber protein (CDS_0026) 27 30 31 32

OTU_1649: 15,893-24,231 (+)

tail protein (CDS_0019) 24 25 26 31

IMGVR_UViG_3300045988_048687|3300045988|Ga0495776_112594: 14,726-22,877 (+)

23 24

uvig_311980: 15,513-23,969 (+)

27 28 29 30

uvig_316284: 15,510-23,806 (+)

27 28 29

OTU_1581: 15,510-26,375 (+)

24 28 29 30
endolysin (CDS_0032)

33

excisionase (CDS_0034)

integrase (CDS_0035)

OTU_1594: 15,510-26,275 (+)

27 28 29

OTU_1697: 15,351-26,469 (+)

28 29 30 33

SAMN00699766_b1_ct2: 16,680-27,963 (+)

27 28 29 32 33 Rha-like transcriptional regulator (CDS_0034)

IMGVR_UViG_3300045988_036304|3300045988|Ga0495776_092916: 16,628-25,209 (+)

24 28
tail fiber protein (CDS_0029)

30 31

IMGVR_UViG_3300045988_016734|3300045988|Ga0495776_012700: 17,798-26,493 (+)

27 28 29 30

MGV-GENOME-0293123: 16,628-25,240 (+)

27 28 29 30

TemPhD_cluster_18799: 16,683-29,393 (+)

28 29 30
endolysin (CDS_0032)

33 36 37

TemPhD_cluster_18796: 16,683-29,393 (+)

27 28 29

IMGVR_UViG_3300045988_035953|3300045988|Ga0495776_139483: 16,683-28,953 (+)

26 27 28

OTU_1712: 15,510-27,144 (+)

28 29 30 36

IMGVR_UViG_3300045988_042256|3300045988|Ga0495776_020831: 15,510-28,820 (+)

24 28 29 30 31 FS_Sma__Sma (CDS_0037) 38

TemPhD_cluster_24364: 15,510-28,765 (+)

27 28 29

IMGVR_UViG_3300045988_048792|3300045988|Ga0495776_047129: 17,801-26,461 (+)

27 28 29 30

IMGVR_UViG_3300045988_032673|3300045988|Ga0495776_027864: 16,680-26,318 (+)

28
tail fiber protein (CDS_0029)

30

IMGVR_UViG_3300008280_000005|3300008280|Ga0114267_100099: 15,531-26,738 (+)

27
tail fiber protein (CDS_0028)

29

SRS018610_a1_ct11844: 15,521-26,283 (+)

tail fiber protein (CDS_0023) endolysin (CDS_0029) 30 excisionase (CDS_0031) 34

IMGVR_UViG_3300008333_000079|3300008333|Ga0115302_100221: 15,431-23,837 (+)

18 tail fiber protein (CDS_0023)

SRS053854_a1_ct9830_vs1: 15,431-23,229 (+)

tail fiber protein (CDS_0023)

MGV-GENOME-0292079: 16,637-23,596 (+)

tail fiber protein (CDS_0023) tail fiber protein (CDS_0027) 30 31

IMGVR_UViG_3300045988_064597|3300045988|Ga0495776_092977: 16,637-23,596 (+)

30 31

SAMN00779630_a1_ct352: 17,306-23,596 (+)

30 31

IMGVR_UViG_3300006832_000010|3300006832|Ga0099611_100090: 17,297-30,068 (+)

29
endolysin (CDS_0031)

32 37

retron_type_VI_hth_cluster2_1 (CDS_0038)

39
mads_1 (CDS_0040)

IMGVR_UViG_3300006319_000024|3300006319|Ga0099581_100238: 19,044-30,542 (+)

endolysin (CDS_0033) 34 36 AbiD__AbiD (CDS_0037) 38 39 41 42

5000 nt

integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene


