
IMGVR_UViG_3300045988_032673|3300045988|Ga0495776_027864: 20,774-28,127 (+)

26 27 28

tail fiber protein (CDS_0029)

30 31
endolysin (CDS_0032)

33 34 35 36
capH (CDS_0037)

38 39 40 mads_1 (CDS_0041)

IMGVR_UViG_3300008280_000005|3300008280|Ga0114267_100099: 17,318-28,103 (+)

tail fiber protein (CDS_0023)
24 tail fiber protein (CDS_0028)

endolysin (CDS_0031)
32 FS_Sma__Sma (CDS_0034) 35 40

SRS018610_a1_ct11844: 19,677-27,844 (+)

endolysin (CDS_0029) 30
excisionase (CDS_0031) FS_Sma__Sma (CDS_0033)

34 36

PDC-M69A_WP_216276383.1 (CDS_0037)

38 39

IMGVR_UViG_3300008333_000079|3300008333|Ga0115302_100221: 19,534-26,970 (+)

tRNA-Leu(GAG) 32

SRS053854_a1_ct9830_vs1: 19,534-26,362 (+)

31

IMGVR_UViG_3300007502_000028|3300007502|Ga0104995_100091: 18,467-34,790 (+)

28
endolysin (CDS_0031)

32

excisionase (CDS_0033)

34

antitoxin mazE-like (CDS_0035)

36
Hpt (VF0264) (CDS_0037)

38

TemPhD_cluster_18799: 20,474-30,967 (+)

29 30
endolysin (CDS_0032)

33

excisionase (CDS_0034)

36
transcriptional regulator (CDS_0038)

retron_type_VI_hth_cluster2_1 (CDS_0039)

40

TemPhD_cluster_18796: 18,470-30,967 (+)

endolysin (CDS_0031) 32 excisionase (CDS_0033)

IMGVR_UViG_3300045988_035953|3300045988|Ga0495776_139483: 17,801-30,527 (+)

tail protein (CDS_0022)
endolysin (CDS_0030)

31 excisionase (CDS_0032)

TemPhD_cluster_24364: 17,297-30,148 (+)

endolysin (CDS_0031) 32 excisionase (CDS_0033)

OTU_1712: 19,598-28,920 (+)

endolysin (CDS_0032) 33 excisionase (CDS_0034)

IMGVR_UViG_3300045988_042256|3300045988|Ga0495776_020831: 19,598-30,253 (+)

29 30
endolysin (CDS_0033)

34 excisionase (CDS_0035) 40

IMGVR_UViG_3300007724_000023|3300007724|Ga0105680_100204: 17,321-31,131 (+)

endolysin (CDS_0031) 32
excisionase (CDS_0033)

34

OTU_1697: 19,439-30,067 (+)

30
endolysin (CDS_0032)

33 excisionase (CDS_0034) 40

SAMN00699766_b1_ct2: 18,467-31,537 (+)

endolysin (CDS_0031) 32 33
Rha-like transcriptional regulator (CDS_0034)

excisionase (CDS_0035)

SRS098818_a1_ct49324_vs01: 16,640-25,149 (+)

tail fiber protein (CDS_0023)
24 26 28 30 PDC-S13_WP_186842295.1 (CDS_0032)

6000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB) tRNA pseudogene


