
MGV-GENOME-0319060: 33,668-40,002 (+)

44 45
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0046)

47 48 49 50 51 MADS__mad1 (CDS_0052)
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053)

54 55

MGV-GENOME-0283302: 31,510-39,875 (+)

46 47 53 54 55

uvig_14524: 31,072-39,826 (+)

43
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0044)

47
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0050)

51 52 54 56 57 58 59 60

MGV-GENOME-0300529: 33,192-39,044 (+)

51 52
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053)

54 57 58 59

MGV-GENOME-0300640: 33,190-39,042 (+)

51 52
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053)

MTase_II_00157 Type (CDS_0054)

IMGVR_UViG_3300045988_121095|3300045988|Ga0495776_015244: 32,009-43,101 (+)

51
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0054)

55 56 57 58 59 62 63 66

uvig_104925: 32,872-39,091 (+)

53 55 56

uvig_85899: 28,321-37,080 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0045)
46 47 48 52 53

IMGVR_UViG_3300029491_000014|3300029491|Ga0244091_100422: 32,326-40,934 (+)

51 54 55 56

Ma_2019_SRR413702_NODE_447_length_45850_cov_3.187116: 32,621-42,268 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0047) 53 54 55 59

MGV-GENOME-0299749: 31,682-42,153 (+)

53 54 55 56 57 61 62

IMGVR_UViG_3300029480_000004|3300029480|Ga0244079_100602: 34,333-43,180 (+)

58 59 60 61 62

MGV-GENOME-0300549: 34,329-43,231 (+)

57 58 59 60 61 65 66

MGV-GENOME-0293530: 31,200-40,983 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053) 54 55 56 58 63

uvig_223264: 31,192-40,975 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0052) 53 54 55

uvig_437797: 31,211-40,953 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0056)
57 58

IMGVR_UViG_3300045988_105980|3300045988|Ga0495776_137639: 31,226-40,885 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0054)
55 56 57

MGV-GENOME-0297481: 34,027-42,645 (+)

61 62 63 67

IMGVR_UViG_3300045988_121890|3300045988|Ga0495776_137830: 31,784-40,742 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0051)
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0054)

55 56 57 58 62 65

uvig_579225: 34,139-43,435 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0057)
58 59 60 61 67 68

IMGVR_UViG_3300045988_095527|3300045988|Ga0495776_006811: 32,787-38,126 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0052)

uvig_252891: 32,198-37,944 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0049)

uvig_144887: 32,020-38,524 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0049)

IMGVR_UViG_3300045988_106001|3300045988|Ga0495776_097537: 31,024-38,416 (+)

50
MTase_II_00072 Type (CDS_0051)

54 58 60

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


