
uvig_579225: 14,282-23,814 (+)

15 16 17
holin (CDS_0018)

19 20 21 22 23 24 25 26 27 28

uvig_14524: 11,948-21,925 (+)

14 20

IMGVR_UViG_3300045988_121095|3300045988|Ga0495776_015244: 15,293-22,556 (+)

22

IMGVR_UViG_3300045988_105640|3300045988|Ga0495776_106166: 15,292-24,505 (+)

16 22 23

MGV-GENOME-0300529: 11,941-23,737 (+)

16 20 21 22 23 24

MGV-GENOME-0300640: 14,283-23,737 (+)

22 23 24

uvig_437797: 14,283-20,620 (+)

16 21 22 25

IMGVR_UViG_3300045988_105980|3300045988|Ga0495776_137639: 14,283-20,636 (+)

22 23

MGV-GENOME-0299749: 11,942-22,015 (+)

20 21 22

IMGVR_UViG_3300029480_000004|3300029480|Ga0244079_100602: 14,129-23,260 (+)

22 23 24 25 26

IMGVR_UViG_3300029491_000014|3300029491|Ga0244091_100422: 14,398-22,778 (+)

22 23 24 25

MGV-GENOME-0300549: 14,129-23,256 (+)

22 23 24 25

uvig_227235: 14,299-22,734 (+)

22 23 24 25 26

uvig_252891: 14,131-22,588 (+)

22 23 24

uvig_145194: 14,131-22,647 (+)

21 22 23

Ma_2019_SRR413702_NODE_447_length_45850_cov_3.187116: 14,296-22,907 (+)

21 22 23

uvig_245827: 14,183-23,398 (+)

17 22 23 24 25

IMGVR_UViG_3300045988_106001|3300045988|Ga0495776_097537: 11,789-20,404 (+)

20 21 22

uvig_144887: 11,789-22,273 (+)

20 21 22 23

MGV-GENOME-0298024: 14,208-23,018 (+)

21 23 24 25 26

MGV-GENOME-0276450: 14,285-22,926 (+)

21 22 23 24

MGV-GENOME-0297481: 14,281-21,891 (+)

22 23 24

IMGVR_UViG_3300045988_095527|3300045988|Ga0495776_006811: 14,313-22,686 (+)

22 24 25 26

IMGVR_UViG_3300045988_131593|3300045988|Ga0495776_054012: 11,975-23,832 (+)

20 22 23 26

MGV-GENOME-0283302: 11,975-22,559 (+)

20 26 27

IMGVR_UViG_3300045988_121890|3300045988|Ga0495776_137830: 14,283-21,744 (+)

22 23

4000 nt
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