
uvig_144887: 25,049-37,296 (+)

DNA polymerase (CDS_0034)
MADS__mad1 (CDS_0035)

36 37 38
DNA helicase (CDS_0039)

40 41 42 43 44 45 46 47 48
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0049)

50 51 52 DNA polymerase/primase (CDS_0053)

MGV-GENOME-0276450: 25,426-36,816 (+)

40 41 42 43 44 45 46

MGV-GENOME-0297481: 25,041-38,450 (+)

41 42 43 44 45 46 47
nucleoside triphosphate pyrophosphohydrolase (CDS_0048)

49 50 51 RM_Type_II__Type_II_MTases_FAM_3 (CDS_0055)

uvig_437797: 23,089-35,270 (+)

38 39 40 41 42 43 44 45 46 53

IMGVR_UViG_3300045988_105980|3300045988|Ga0495776_137639: 23,105-34,963 (+)

38 39 40 41 42 43 44 45 51

MGV-GENOME-0300549: 26,032-38,079 (+)

41 42

nucleoside triphosphate pyrophosphohydrolase (CDS_0043)
nucleoside triphosphate pyrophosphohydrolase (CDS_0044)

45 46 47 48

IMGVR_UViG_3300029491_000014|3300029491|Ga0244091_100422: 25,553-36,076 (+)

41 42 43
nucleoside triphosphate pyrophosphohydrolase (CDS_0044)

45

Ma_2019_SRR413702_NODE_447_length_45850_cov_3.187116: 25,683-37,372 (+)

39 40 41
nucleoside triphosphate pyrophosphohydrolase (CDS_0042)

43 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0047)

IMGVR_UViG_3300045988_095527|3300045988|Ga0495776_006811: 25,155-35,107 (+)

42

nucleoside triphosphate pyrophosphohydrolase (CDS_0043)
nucleoside triphosphate pyrophosphohydrolase (CDS_0044)

45 46 47 48 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0052)

MGV-GENOME-0299749: 24,791-33,894 (+)

39

nucleoside triphosphate pyrophosphohydrolase (CDS_0040)
nucleoside triphosphate pyrophosphohydrolase (CDS_0041)

42

IMGVR_UViG_3300045988_088031|3300045988|Ga0495776_014466: 22,837-34,950 (+)

37

nucleoside triphosphate pyrophosphohydrolase (CDS_0038)
nucleoside triphosphate pyrophosphohydrolase (CDS_0039)

40 41 42 43 44

uvig_223264: 22,837-34,942 (+)

37

nucleoside triphosphate pyrophosphohydrolase (CDS_0038)
nucleoside triphosphate pyrophosphohydrolase (CDS_0039)

40 41 42 43

uvig_252891: 25,364-34,924 (+)

41 42 43 44 45

uvig_145194: 28,641-37,015 (+)

40 41 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045) MADS__mad1 (CDS_0051)

IMGVR_UViG_3300045988_121890|3300045988|Ga0495776_137830: 23,637-32,441 (+)

38 39 40 41 46

IMGVR_UViG_3300045988_106001|3300045988|Ga0495776_097537: 23,181-33,627 (+)

38 39

nucleoside triphosphate pyrophosphohydrolase (CDS_0040)
nucleoside triphosphate pyrophosphohydrolase (CDS_0041)

42 43 44 45 46 50 MTase_II_00072 Type (CDS_0051)

uvig_579225: 25,140-38,729 (+)

32 33 38 39
DNA helicase (CDS_0040)

41 42 43 44 45

nucleoside triphosphate pyrophosphohydrolase (CDS_0046)

47 48

uvig_104925: 24,779-36,066 (+)

HNH endonuclease (CDS_0040)
41 42 43 44 45

MGV-GENOME-0283302: 24,158-36,427 (+)

HNH endonuclease (CDS_0036)
37 38

nucleoside triphosphate pyrophosphohydrolase (CDS_0039)

40 46

IMGVR_UViG_3300045988_121095|3300045988|Ga0495776_015244: 25,333-36,249 (+)

39 40
41

42 43 44 45

uvig_85899: 21,547-32,077 (+)

32 33 34 35 36 37 38

uvig_14524: 24,703-35,606 (+)

37 38 39 40 41

MGV-GENOME-0300529: 26,515-37,791 (+)

41 42
43

44 45 46 47
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053)

54

MGV-GENOME-0300640: 26,515-37,789 (+)

41 42
43

44 45 46 47 MTase_II_00157 Type (CDS_0054)

5000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)


