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MGV-GENOME-4422924:39,480-46,382 (+)
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uvig_85899: 33,744-40,646 (+)

67 70 71 72 74
I R I S I N
MGV-GENOME-0297481:39,639-45,758 (+)

61 62 66 68 restriction endonuclease (CDS_0070)
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MGV-GENOME-0299749:38,266-46,338 (+)

65 66
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MGV-GENOME-4421868: 36,823-45,021 (+)

56 59 61 62
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uvig 245827:36,644-44,793 (+)
59 63 64
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Ma_2019_SRR413702_NODE_447 length_45850_cov_3.187116:38,341-45,624 (+)
68 69 72

Bt _to—f = > a3 {0 L —DobD
IMGVR_UViG_3300045988_095527|3300045988|Ga0495776_006811:39,623-46,507 (+)

70 71

IMGVR_UViG_3300029480_000004|3300029480|Ga0244079_100602: 39,522-46,506 (+)

65 66 70 71
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MGV-GENOME-0300549: 39,518-46,557 (+)
58 65 66 67 69
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MGV-GENOME-0293530: 37,109-44,829 (+)

uvig_223264:37,101-44,821 (+)

6162 63 64 65 66 restriction endonuclease (CDS_0067) 72
Be___t_ Lt o—f O — DT —DroDbh
IMGVR_UViG_3300045988_102922|3300045988|Ga0495776_136234:38,273-46,883 (+)
61 62 63 64 HNH endonuclease (CDS_0065)

uvig_145194:38,273-46,798 (+)

60 61 66 67 68 69
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uvig_252891:39,201-46,314 (+)
67 68 69 70 HNH endonuclease (CDS_0071)
N [ I I . N . ! ]
uvig 326256:38,101-45,773 (+)
67 68 69 restriction endonuclease (CDS_0070)
Bl L_to——L — HO—C HH{ODTmO—robbb

IMGVR_UViG_3300045988_106001|3300045988|Ga0495776_097537:38,101-45,671 (+)
62 65 68 69 70 71

IMGVR_UViG_3300045988_121890|3300045988|Ga0495776_137830: 38,394-45,435 (+)

62 63
N A I I I I
IMGVR _UViG_3300045988_121095|3300045988|Ga0495776_015244:38,724-45,443 (+)
cas12f2_V-F_3(CDS_0060) 65 66 68
B o— — 1 E— @11 > —D0
I I N I S — I . 1 I N —
IMGVR_UViG_3300045988_132551[3300045988|Ga0495776_005947:37,782-47,380 (+)
MADS_ mad1 (CDS_0054)
T 55 56 62 64 65
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uvig 144887:37,299-45,101 (+)
68 70 71 HNH endonuclease (CDS_0072)
co—— > <t hb-T O —DlODbD

IMGVR_UViG_3300045988_116863|3300045988|Ga0495776_006270:40,853-46,770 (+)
70 restriction endonuclease (CDS_0071)

MGV-GENOME-0300640:40,851-46,798 (+)

63 66
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uvig 14524:39,425-44,841 (+)
54 56 57 58 59 61 62 63 64 66
I E—— — —— 1 — I — — | EEE— ———
IMGVR_UViG_3300045988_097079|3300045988|Ga0495776_132368: 36,978-44,078 (+)
51 55 56 59 60 61 62 63 64 HNH endonuclease (CDS_0065)
& e oGO DT —DEDDRD

uvig 104925:33,919-43,579 (+)
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