
IMGVR_UViG_3300045988_132551|3300045988|Ga0495776_005947: 34,041-46,660 (+)

51 52
DNA polymerase/primase (CDS_0053)

MADS__mad1 (CDS_0054)

55 56 57
58

59
cas12f2_V-F_3 (CDS_0060)

61 62 63 64 6566 67 68
HNH endonuclease (CDS_0069)

70

MGV-GENOME-0298024: 35,095-45,515 (+)

59 62 63 67 71

MGV-GENOME-0297481: 36,303-45,038 (+)

61 66 67 71 74

MGV-GENOME-0319060: 35,636-46,045 (+)

49 50
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053)

56 57 58 64

MGV-GENOME-0283302: 33,478-42,442 (+)

53 54

uvig_29575: 35,636-53,295 (+)

56 57 58 59 60 61 62

IMGVR_UViG_3300045988_097079|3300045988|Ga0495776_132368: 33,280-43,358 (+)

51 52 54 56 57 58 59 61 63 66

uvig_14524: 33,280-43,903 (+)

56 57 58 59

MGV-GENOME-4422924: 35,487-44,642 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053)
56 59 60 61 64

65
67

uvig_85899: 29,751-38,906 (+)

51 52 53

uvig_245827: 33,489-41,754 (+)

55 56 57 59 62

IMGVR_UViG_3300029491_000014|3300029491|Ga0244091_100422: 33,929-44,554 (+)

59 60 61 66 67

Ma_2019_SRR413702_NODE_447_length_45850_cov_3.187116: 35,225-44,904 (+)

58 59 60 63

MGV-GENOME-0299749: 36,738-45,618 (+)

60 61 62 63 66

IMGVR_UViG_3300029480_000004|3300029480|Ga0244079_100602: 35,936-45,786 (+)

62 64 65 66 67

MGV-GENOME-0300549: 35,932-45,837 (+)

63 64
65

66 67

IMGVR_UViG_3300045988_116863|3300045988|Ga0495776_006270: 35,644-45,832 (+)

62 63 64 65 70

MGV-GENOME-0300640: 35,642-46,213 (+)

62 63 64 65

IMGVR_UViG_3300045988_121890|3300045988|Ga0495776_137830: 36,059-44,850 (+)

61 62 63 64 65 70

MGV-GENOME-0293530: 32,803-42,558 (+)

58 59 60 61

uvig_223264: 32,795-42,550 (+)

57 58 59 60

IMGVR_UViG_3300045988_095527|3300045988|Ga0495776_006811: 35,800-44,264 (+)

63 64 65

uvig_252891: 35,618-45,723 (+)

60 61 62 63 68

7000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder)


