Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0042)

43 44 anti-TA (APIS117) (CDS_0045) 46 47 48 DNA helicase (CDS_0049)

S I R I .

uvig 315006:27,533-36,488 (+)

I B N, I e

MGV-GENOME-0218572:21,497-30,452 (+)
42 47 48 49 50

endonuclease (CDS_0051)

50 DNA helicase (CDS_0052)transcriptional regulator (CDS_0053)

YAHOETTTTTTED

endonuclease (CDS_0035)

— O

52 endonuclease (CDS_0053)

PR OD D

XH OB

s —
IMGVR_UViG_2574180122_000003|2574180122|2574212049|212801-250227:27,188-36,571 (+)

RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0047)

0 s I N s W——

X H OB

IMGVR_UViG_3300029067_000018|3300029067|Ga0169173_10029|35139-73355:27,708-37,361 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0043)

I I ) S e W—

— D

IMGVR_UViG_3300045988 098217|3300045988|Ga0495776_127213:26,212-35,865 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0045)

47

0 I I S s W——

— D

IMGVR_UViG_3300014896_000032|3300014896|Ga0169775_10047|3-38282:27,349-36,591 (+)

47 48 49

terminase small subunit (CDS_0055)

endonuclease (CDS_0051) terminase large subunit (CDS_0001)

E

TemPhD_cluster_33262:27,577-37,758 (+); 1-1,257 (+)
47 48 49

53
H ) )

[ I I S e v

A

IMGVR_UViG_2563366783_000003|2563366783|2563390156|33569-72337:28,588-38,120 (+)
48 49 50

[ I I S v

A

e
IMGVR_UViG_2517572131_000001|2517572131|2517589016|256366-295132:28,586-38,118 (+)

N

E

uvig 578799:39,240-48,772 (+)
MTase_lI_00157 Type (CDS_0047)

terminase small subunit (CDS_0053)

I —— E—
TemPhD_cluster_37259_:27,479-37,561 (+); 1-1,257 (+)
MTase_lI_00157 Type (CDS_0043)

AP O )

[ I ) S e —

A O

I
IMGVR_UViG_2531839259_000005|2531839259|2531880722|1-35778: 25,696-35,246 (+)
48 49

[ I I N, I H

e —
IMGVR_UViG_2546825505_000001|2546825505|2546825802|108943-147980: 28,971-38,506 (+)
45 46

E

TemPhD_cluster_15470:27,577-37,834 (+); 1-1,257 (+)
36 37

E

MGV-GENOME-0222508: 21,727-31,335 (+)
46 47

1 —
TemPhD_cluster 43155:27,663-37,560 (+); 1-1,257 (+)
48 49 50 51

[ I I B, e e

T ——
IMGVR_UViG_2546825507_000001|2546825507|2546825909|34504-73346: 28,586-38,194 (+)
46 47

I I I D S .

e ————————————————
SRR5495008_NODE_19_length_36107_cov_23.258488: 26,659-35,603 (+)
exonuclease 38 41 42

- ———————
uvig 314883:26,371-34,640 (+)
} 4000 nt {

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
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