
IMGVR_UViG_3300014896_000032|3300014896|Ga0169775_10047|3-38282: 10,076-22,927 (+)

peptide methionine sulfoxide reductase
16 17

minor tail protein (CDS_0018)

19 20
holin (CDS_0021)

holin (CDS_0022)

23
integrase (CDS_0024)

25 26

capH (CDS_0027)

retron_type_VI_hth_cluster2_1 (CDS_0028)

IMGVR_UViG_3300045988_098282|3300045988|Ga0495776_021211: 10,075-21,094 (+)

22

uvig_111527: 10,076-23,794 (+)

endolysin (CDS_0023) 24 25 26

MGV-GENOME-0263964: 10,076-22,929 (+)

23 24

IMGVR_UViG_3300029066_000012|3300029066|Ga0169219_10013|104972-146587: 10,075-26,685 (+)

23 24 25
endolysin (CDS_0026)

27

uvig_576384: 10,438-22,615 (+)

20 23 24

GQ478088.1: 10,871-23,178 (+)

24 25

IMGVR_UViG_2579778793_000006|2579778793|2579816035|1-38411: 10,871-23,808 (+)

25

SRR5495008_NODE_19_length_36107_cov_23.258488: 10,988-22,357 (+)

22 25 26

IMGVR_UViG_3300045988_098217|3300045988|Ga0495776_127213: 9,333-21,097 (+)

13
peptide methionine sulfoxide reductase (CDS_0014)

18 19 22

uvig_314883: 9,333-21,514 (+)

head protein (CDS_0018) 19

uvig_114985: 9,756-21,653 (+)

head protein (CDS_0021) 22

IMGVR_UViG_3300029067_000018|3300029067|Ga0169173_10029|35139-73355: 9,321-22,566 (+)

16 head protein (CDS_0020) 21 25

IMGVR_UViG_3300014583_000017|3300014583|Ga0169827_10008|34415-72622: 9,321-22,566 (+)

head protein (CDS_0019) 20

IMGVR_UViG_2574180122_000003|2574180122|2574212049|212801-250227: 9,755-22,046 (+)

head protein (CDS_0021) 22

IMGVR_UViG_2558860695_000001|2558860695|2558899539: 9,697-21,714 (+)

head protein (CDS_0019) 20 23 24

IMGVR_UViG_2636415664_000002|2636415664|2636445587: 9,697-22,243 (+)

endolysin (CDS_0023)
24

IMGVR_UViG_2531839259_000005|2531839259|2531880722|1-35778: 9,756-21,274 (+)

head protein (CDS_0021)

uvig_578799: 10,584-34,943 (+)

23 24 25 26 27

Potassium/proton antiporter (VF0838) (CDS_0028)

MecI_of_mecA-NCBIFAM mecA-type methicillin resistance repressor MecI (NF000243.1) (CDS_0029)

Copper exporter (VF0849) (CDS_0030)

chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NF033781.1) (CDS_0031)

32 33 34

9000 nt

head and packaging integration and excision lysis other tail unknown function defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


