Cox-like excisionase and repressor (CDS_0043)

tail protein (CDS_0028) tRNA-Lys(TTT) DS-34_DS-34A (CDS_0042)
tail protein (CDS_0026) baseplate protein (CDS_0032) lipoprotein (CDS_0034) mtegrase (CDS_0039)
tail fiber protein (CDS_0027) 29 30 31 | 33 35 36 37 38 40 41 44 45 46
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IMGVR_UViG_3300008415_000011|3300008415|Ga0115225_100119: 19,293-37,056 (+)
IS5M36 42 43

IMGVR_UViG_3300045988_131961|3300045988|Ga0495776_078820:22,797-31,774 (+)
34 35 36 37 38 3940 41 42
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SRS063287_al_ct3842_vs1:19,293-36,260 (+)
27 3233 34 35 36 38 39 42

IMGVR UViG_3300008412 000146|3300008412\Ga0115193 1000068|10779-45174:18,584-34,013 (+)
28 3334 35
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IMGVR_UViG_3300008090_000030|3300008090]|Ga0114309_100358: 18,587-30,780 (+)
tail fiber protein (CDS_0027) 33 39
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IMGVR_UViG_3300008454_000167|3300008454|Ga0115310_100029(626-32310: 18,903-31,302 (+)
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uvig_396668:19,146-41,693 (+)
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IMGVR_UViG_3300008495_000016|3300008495|Ga0114893_100124:19,111-28,808 (+)
27 33
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IMGVR_UViG_2816332271_000003|2816332271|2816340985|90006-118605: 18,842-28,286 (+)
36
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IMGVR_UViG_7000000132_000039|7000000132|SRS012285_Baylor_scaffold_64538:22,352-31,370 (+)
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SR5104830_a1.ct23380_vs1: 22,807-31.480 (+)
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MGV-GENOME-0223813: 22,252-32,107 ()
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uvig 182242:22,252-32,015 (+)
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IMGVR_UViG_3300007980_000003|3300007980|Ga0114366_1000201:21,622-30,552 (+)
33 34 35
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IMGVR_UViG_3300007120_000090|3300007120|Ga0102643_100024(80267-109074: 18,670-28,717 (+)
tail fiber protein (CDS_0027) 33 34 35

IMGVR_UViG_3300007135_000115|3300007135|Ga0102639_100014|618-29193: 18,595-28,488 (+)
DS-13__DS-13B (CDS_0037)
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IMGVR_UViG_7000000110_000013|7000000110|SRS011098_Baylor_scaffold_28115:21,825-31,340 (+)
34 35

uvig_577530:22,568-31,070 (+)
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SRS143680_a1_ct20498_vs01:21,842-30,042 (+)

36 37

MGVR_UViG_3300045988_092643|3300045988|Ga0495776_010959:21,959-31,41
41 42
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IMGVR_UViG_2903676280_000002|2903676280/2903676293|220245-253853: 24,033-33,296 (+)
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IMGVR_UVIG 3300014137 000001/330001413/]Ga0134350 1000121: 21,587-30.357 (+)
36 37 43
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SRS149647_al ct4057:22,559-31,534 (+)
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IMGVR_UViG_3300008082_000014/3300008082|Ga0105968_1000258: 23,387-28,693 (+)
32 33 35 36

IMGVR_UViG_3300008483_000092|3300008483|Ga0105906_1000189: 21,853-32,344 (+)
32 33
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uvig 576988:21,858-30,414 (+)
34 35 37 38
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SRS148472_al_ct34287 vs01:22,230-32,196 (+)

endolysin (CDS_0036) 47
33 34 35 37 38 39 40 41 42 43 45 @T48

SRS017304_al_ct4466_vs01: 18,632-41,768 (+)
33 34 35 36 37
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IMGVR_UViG_3300006743_000006|3300006743|Ga0101795_100190: 18,632-35,648 (+)

anti-CRISPR-Cas (AcrVA3) (CDS_0037)
3536 38 39 O-antigen acetylase (CDS_0040)
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SRS143214 al ct3235_vs01:19,501-34,655 (+)
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