
IMGVR_UViG_3300045988_166939|3300045988|Ga0495776_173385: 18,526-30,838 (+)

23 2425
26

holin (CDS_0027)

28

amidase (CDS_0029)

30 31 32

integrase (CDS_0033)

3435
36

37

38
39

40
41

42 43 44 45 46

MGV-GENOME-0269481: 18,401-31,416 (+)

30 31

integrase (CDS_0032)

3334
35

36
37

38 42 44 replication initiation protein (CDS_0046)

IMGVR_UViG_3300045988_160194|3300045988|Ga0495776_187697: 18,576-28,656 (+)

30 31 32 33
34

35
36

37 40

IMGVR_UViG_3300006502_000242|3300006502|Ga0100528_100035|117096-156439: 18,539-29,774 (+)

29 30 31 32

Abi_alpha Abortive infection alpha (CDS_0033)

34
35

3637

ivig_3817: 18,199-29,397 (+)

29 30
integrase (CDS_0031)
transcriptional repressor (CDS_0032)

33
34

35
36

37 43

uvig_441799_: 18,527-29,774 (+)

29 30
integrase (CDS_0031)
transcriptional regulator (CDS_0032)

transcriptional regulator (CDS_0033)

34
35

36
37

MGV-GENOME-0278119: 18,592-29,370 (+)

28 29
integrase (CDS_0030)

31 32
33

34
35

36

IMGVR_UViG_3300045988_164196|3300045988|Ga0495776_185361: 18,651-29,378 (+)

31
integrase (CDS_0032)

33 34
35

36
37

38

uvig_106650: 18,407-31,685 (+)

29 30 31 32
integrase (CDS_0033)

34 35
36

37
38

39 43 44

uvig_442355_: 18,529-49,276 (+)

29 30 31 32 33 34 35
SoFic__SoFic (CDS_0036)

ABC transporter (CDS_0037)

38

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0039)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0040)

41 42

Siderophore-dependent iron uptake system (VF0738) (CDS_0043)

44 45
integrase (CDS_0046)

47 48
integrase (CDS_0049)
transcriptional regulator (CDS_0050)

51
52

53
54

55

uvig_388676: 18,713-29,906 (+)

24 25 28 29
integrase (CDS_0030)
transcriptional repressor (CDS_0031)

32
33

3435

IMGVR_UViG_3300029732_000244|3300029732|Ga0245266_100465|7069-44430: 18,394-27,793 (+)

29 30 31 32

IMGVR_UViG_3300045988_156525|3300045988|Ga0495776_148628: 16,346-24,957 (+)

20
tail protein (CDS_0021)

27
28

29
30

31

SAMEA1906470_a1_ct195178_vs1: 18,394-37,180 (+)

29 30 31
nitroreductase (CDS_0032)

33 34 35 36

integrase (CDS_0037)
capH (CDS_0038)

39
40

41

Abi_alpha Abortive infection alpha (CDS_0042)

43
44

4546

IMGVR_UViG_3300045988_160070|3300045988|Ga0495776_026271: 18,411-29,789 (+)

27 28

integrase (CDS_0029)
capH (CDS_0030)

31
32

33

Abi_alpha Abortive infection alpha (CDS_0034)

35
36

3738

MGV-GENOME-0306337: 19,749-28,745 (+)

30

capH (CDS_0031)

32
33

34

Abi_alpha Abortive infection alpha (CDS_0035)

36
37

3839

MGV-GENOME-0304254: 17,049-29,657 (+)

22 23

integrase (CDS_0029)
capH (CDS_0030)

31
32

33

Abi_alpha Abortive infection alpha (CDS_0034)

35
36

3738

IMGVR_UViG_3300029134_000101|3300029134|Ga0168775_100606: 18,538-35,518 (+)

24 25 28 30 31
nitroreductase (CDS_0032)

33 34 35 36

integrase (CDS_0037)
capH (CDS_0038)

39
40

41

Abi_alpha Abortive infection alpha (CDS_0042)

43
44

4546

IMGVR_UViG_3300029134_000270|3300029134|Ga0168775_100606|1683-40520: 18,538-29,048 (+)

30 31 32
33

Abi_alpha Abortive infection alpha (CDS_0034)

35
36

3738

uvig_153909: 18,411-44,829 (+)

27 28 29
nitroreductase (CDS_0030)

31

RM_Type_II__Type_II_REase06 (CDS_0032)

3334 35 36 37

ABC transporter (VF0818) (CDS_0038)

39 40
PEB1 (VF0327) (CDS_0041)

42

FbpABC (VF0272) (CDS_0043)

44 45

capH (CDS_0046)

47
48

49

Abi_alpha Abortive infection alpha (CDS_0050)

51
52

5354

uvig_228098: 17,049-44,567 (+)

29 30

HitABC (VF0268) (CDS_0031)

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0032)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0033)

34
35

PD-T4-6_WP_214431164.1 (CDS_0036)

37
38 39 40 41

phosphofructokinase (CDS_0042)
43 44 45 46

integrase (CDS_0047)
capH (CDS_0048)

49
50

51

Abi_alpha Abortive infection alpha (CDS_0052)

53
54

5556

ivig_141: 19,379-37,485 (+)

PD-T4-6_WP_214431164.1 (CDS_0029)

3031 32 33 34
phosphofructokinase (CDS_0035)

36 37 38
integrase (CDS_0039)

40 41
42

43
44

45

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


