13 14 15 16 17 18 19 20 21 2223 24 25 26 27

—
uvig_203703:8,860-21,492 (+)
32 31 30 29

— - S S S E—
MGV-GENOME-0217638: 11,200-24,155 (-)

18 19 20 21

—
IMGVR_UViG_3300045988_023514|3300045988|Ga0495776_043394:8,852-22,227 (+)
21
19 20 [ 22

—
MGV-GENOME-4413058:8,915-20,463 (+)
18 19 20

IMGVR_UViG_3300045988_055708|3300045988|Ga0495776_016991:8,861-20,313 (+)
18 19 20 21

- EEEEE—— N S S—
MGV-GENOME-0269365:8,860-21,763 (+)

18 19 20 21

I
uvig 172165:8,860-22,213 (+)
20 21 22 23

—
MGV-GENOME-0261451:9,462-22,075 (+)
12 13 14 20

— - e S S EE— E—
uvig_176591:3,612-17,035 (+)

virion structural protein (CDS_0019)
tail protein (CDS_0018) 20 21

o018) |
[ ;O , FUY, N N, v W— , e W, s

20 2122 23

uvig 242855:8,851-23,487 (+)

—
MGV-GENOME-0271774:9,974-22,831 (+)

—
uvig_127660:9,158-21,817 (+)
22 23

S — . SE— —
MGV-GENOME-0222565:12,139-22,160 (+)

21

MGV-GENOME-0199601:11,819-21,928 (+)
21

MGV-GENOME-0262217:9,265-21,933 (+)
virion structural protein (CDS_0021)

I S S S E—
MGV-GENOME-0214514:11,825-21,969 (+)

virion structural protein (CDS_0021)

MGV-GENOME-0254347:9,265-21,969 (+)
22

MGV-GENOME-0228257:12,127-22,290 (+)

I —— N S EE—
IMGVR_UViG_3300045988_068522|3300045988|Ga0495776_005604: 9,627-22,290 (+)

21

IMGVR_UViG_3300045988_063195|3300045988|Ga0495776_162362:9,327-21,678 (+)
21

MGV-GENOME-0252224:9,318-21,710 (+)

N
w

I —— . S S E—
IMGVR_UViG_3300045988_055754|3300045988|Ga0495776_041257:9,869-23,003 (+)

21

SAMNO06164489_al_ct26430_vs1:9,267-21,604 (+)
21 22

MGV-GENOME-0268134:9,258-22,657 (+)
21

MGV-GENOME-0269334: 9,318-22,404 (+)

uvig_109486:9,265-21,884 (+)

IMGVR_UViG_3300045988_054711|3300045988|Ga0495776_043279:9,267-21,886 (+)
21

MGV-GENOME-0205142:11,825-21,884 (+)
21 22 23

IMGVR_UViG_3300045988_107303|3300045988|Ga0495776_113648:9,327-22,213 (+)
22

MGV-GENOME-0238356:9,577-20,742 (+)
15 22

IMGVR_UViG_3300045988_042901|3300045988|Ga0495776_071833: 9,252-21,847 (+)
22

8 | _§ _ _§ |
uvig_245873:9,628-22,131 (+)

21 2223

I . E— . S B E—
IMGVR_UViG_3300045988_079547|3300045988|Ga0495776_005561:9,382-22,282 (+)
21 22

IMGVR_UViG_3300045988_013056|3300045988|Ga0495776_125846: 9,267-21,745 (+)

21 22
[ 8 | N ;]
uvig_260390: 9,318-22,375 (+)
21 22

uvig_453935:9,267-21,465 (+)

IMGVR_UViG_3300045988_049155|3300045988|Ga0495776_006931: 9,878-22,228 (+)

IMGVR_UViG_3300045988_050120|3300045988|Ga0495776_126703:9,258-21,810 (+)

21 22

MGV-GENOME-0196712:12,134-21,806 (+)

uvig_188984:9,318-21,473 (+)

IMGVR_UViG_3300045988_070598|3300045988|Ga0495776_009312:9,256-22,334 (+)

MGV-GENOME-0237885:9,628-22,081 (+)

MGV-GENOME-0211663:11,819-21,799 (+)

uvig 230109:3,899-16,663 ()

uvig_40917:9,564-21,792 (+)

uvig 544138:9,267-20,558 (+)
tail length tape measure protein 21 22

[ ——— . S E—
uvig_188625:11,827-21,515 (+)

22 2324

IMGVR_UViG_3300045988_057174|3300045988|Ga0495776_009081: 9,760-22,803 (+)
18 23 2425

|
% ‘

IMGVR_UViG_3300045988_050182|3300045988|Ga0495776_009220: 9,760-22,922 (+)
21 22

. ——— N S E—
SAMNO5414977 _al _ct282356_vs1:9,258-21,974 (+)

23 24 25

IMGVR_UViG_3300045988_014587|3300045988|Ga0495776_111290: 9,878-22,275 (+)
21 22 23

uvig_24430:9,266-22,049 (+)
21 22

I I —— . E— E—
SAMEA2579937 _al ct34347 _vs1:9,260-21,805 (+)

MGV-GENOME-0257508:9,877-22,456 (+)
18 24 25

T T~y arma
IMGVR_UViG_3300045988_065010|3300045988|Ga0495776_009293: 9,746-22,478 (+)
21 22

I ——— | E— —
MGV-GENOME-0191687:11,820-21,805 (+)

21 22

MGV-GENOME-0195467:11,819-21,632 (+)
21 22

MGV-GENOME-0249590:9,318-21,631 (+)
23 24 25

[ E—— . E— —
IMGVR_UViG_3300045988 014231|3300045988|Ga0495776_153203:9,877-22,456 (+)

21 22

uvig 491400_:9,259-21,525 (+)
1% 12

uvig_495968:3,389-16,133 (-)
21 22

uvig_171723:11,828-21,531 (+)
19

uvig 364676:6,069-19,054 (+)
21

MGV-GENOME-0237823:9,265-22,419 (+)

uvig_217994: 3,393-16,640 (-)

uvig 395709:6,069-18,823 (+)
21 22

MGV-GENOME-0206276:11,825-22,010 (+)
21 22

uvig_557629:9,241-22,205 (+)

N
[
i
N

I —— — —§F ———— 1
uvig 501843:11,770-22,730 (+)

22 2324

IMGVR_UViG_3300045988_049587|3300045988|Ga0495776_071921:9,635-21,931 (+)
20 2122

IMGVR_UVIG_3300045988_075530|3300045988|Ga0495776_009052: 8,851-21,607 (+)
21 2223

. E——— . S E—
MGV-GENOME-0284991:9,261-22,010 (+)

transposase (CDS_0025)
24 126 27

IMGVR_UViG_3300045988_025374|3300045988|Ga0495776_026431:10,389-23,720 (+)
1920 22

g

MGV-GENOME-0253907:9,267-21,659 (+)
17 18

uvig_323692:5,181-18,574 (+)
21 22

—— — . — — — S E—
SAMNO0792090_a1_ct13933 vs1:12,134-22,022 (+)

21 22 24 28 29

IMGVR_UViG_3300045988_059520|3300045988|Ga0495776_005551:9,261-22,640 (+)
21 22 26 27

uvig_119699:9,260-22,337 (+)
18 19 20 21 22

—
uvig_96062:8,860-22,354 (+)
21 2223

.1 . & | &8 ______§ ;W ]
uvig_69810: 9,265-22,485 (+)
retron_type_VI_hth_@ster2_1 (CDS_0028)
anti-repressor (CDS_0027)
21

‘ N
o
N
0

MGV-GENOME-0285168:9,265-22,315 (+)
16 17 22

MGV-GENOME-0174018:8,373-21,476 (+)

22 23

] R e
IMGVR_UViG_3300045988 034135|3300045988|Ga0495776_025714:9,265-21,891 (+)

13 20 21 22 23 24

MGV GENOME 0269853:8,583-22,362 (+)
19 20 21 22 28

MGV-GENOME-0261887:9,161-21,631 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0032)
23 24 25 30 31

\
\
g%

MGV-GENOME-0238206: 9,720-22,154 (+)

HNH endonuclease (CDS_0025)
21 26 27

IMGVR_UViG_3300045988_047325|3300045988|Ga0495776_071732:9,301-21,640 (+)

MGV-GENOME-0239527:9,319-22,377 (+)

IMGVR_UViG_3300045988_061079|3300045988|Ga0495776_007172:8,746-21,108 (+)
21

- E———— N N S EE—
MGV-GENOME-0232801: 9,302-22,326 (+)

MGV-GENOME-0272574:10,072-22,389 (+)

uvig_102210:9,260-21,464 (+)

IMGVR_UViG_3300045988_040167|3300045988|Ga0495776_071444: 9,339-22,211 (+)

MGV-GENOME-0240924:9,319-21,959 (+)

MGV-GENOME-0239602:9,246-21,526 (+)

uvig 199229:9,256-22,124 (+)

SAMNO06164884 _al_ct4977 vs1:3471-16,146 (-)

MGV-GENOME-0213061:9,234-21,387 (+)

MGV-GENOME-0253556:9,234-21,180 (+)

MGV-GENOME-0275143: 9,304-22,200 (+)

MGV-GENOME-0275431:9,291-22,187 (+)

MGV-GENOME-0273582:9,288-22,304 (+)

MGV-GENOME-0273000: 9,303-22,200 (+)

uvig_457448:1,383-14,150 (-)

IMGVR_UViG_3300045988_033697|3300045988|Ga0495776_044512: 9,300-21,536 (+)
21 22

IMGVR_UViG_3300045988_046133|3300045988|Ga0495776_007136: 9,304-21,980 (+)

uvig_541517:9,675-21,849 (+)
20 21

L
MGV-GENOME-0267288:8,836-21,496 (+)
21 22 23

- ———— —— —————— — —— " — Ty — T — ——— ]
IMGVR_UViG_3300045988_047519|3300045988|Ga0495776_153836:9,267-21,495 (+)

I S EE—
MGV-GENOME-0239213:9,265-21 777( )

e e E——— I E—
SAMN06164625 _al ct93112 vs1:8,852-21,419 (+)

uvig 383813:8,833-22,182 (+)

IMGVR_UViG_3300045988_027104|3300045988|Ga0495776_ 153943'8 851-21,113 (+)

l_l—b_)-I:E._lm-

- —————————— — — —— ———— —— §————]
uvig 249398:9,261-21,771 (+)

20
18 197 21 22

- ————————— — — |y — —— §—————
uvig_. 384490 8,833-20,972 (+)

19 20 21 22

e B N S B DI S
IMGVR_UVIG. 3300023505 000016|3300023505]Ga0257035. 100498: 9,244-22.266 (+)
18 19 20 21 2223

—
MGV-GENOME-0270312:8,886-22,480 (+)
19 20 2122

23 2425

—_——
uvig_156749:9,246-22,307 (+)
21 2223

MGV-GENOME-0241546:9,267-22,018 (+)
MTase_ll_00157 Type (CDS_0027)
MTase_II_00065 Type (CDS 0023)
21 2223 24 25 26 |

I R E— B e e — R S EE— —
MGV-GENOME-0265095: 9,319-26,029 (+)

MTase_ll_00157 Type (CDS_0026)
MTase_I1_00065 Type (CDS_0027)
23 24 25 | 28

I S . s S— — T EE—  S—
IMGVR_UViG_3300045988_032153|3300045988|Ga0495776_128501:9,319-25,974 (+)

MTase_I1_00157 Type (CDS_0024)
MTase_II_00065 Type (cos 0025)
21 2 23 |

MGV-GENOME-0258383:9,319-24 848( )

21 22 27 28 29 30

IMGVR_UViG_3300045988_051123|3300045988|Ga0495776_143639: 9,300-22,963 (+)
tail protein (CDS_0017) 1819 20

L~ ———
MG\/ GENOME-0247289:8,335-22,337 (+)
tail protein (CDS_0016) 1718 19

MGV GENOME 0275141:7,733-22, 871( )

e W W B E——  E— —
SRS024132_al ct23241 vs01:12,421-21,526 (+)
22

— T T~~~ G S T St St T
IMGVR_UViG_7000000032_000134|7000000032|SRS024 132 _Baylor_scaffold_4375:9,454-21,526 (+)
6000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail transcriptionregulation unknown function defence (PADLOC) AMR (AMRFinderPlus)
— L]




