
IMGVR_UViG_3300045988_047228|3300045988|Ga0495776_025792: 31,202-38,552 (+)

46 47
Mu Gam-like end protection (CDS_0048)

Erf-like ssDNA annealing protein (CDS_0049)

50 51 52 53 54 55 56 57
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0058)

59

uvig_560485: 31,302-38,515 (+)

51

uvig_545468: 31,379-38,394 (+)

51

MGV-GENOME-0268520: 31,075-39,155 (+)

replication initiation protein
44 49

MGV-GENOME-0285168: 23,172-31,036 (+)

36

uvig_172879: 43,702-51,458 (+)

59

MGV-GENOME-0237823: 27,275-34,028 (+)

40 43 46

uvig_453935: 35,169-40,079 (+)

52 56 60 62 63

SAMN06164489_a1_ct26430_vs1: 31,450-36,495 (+)

51

IMGVR_UViG_3300029430_000379|3300029430|Ga0243922_100643|11511-46995: 29,469-34,641 (+)

44 49

IMGVR_UViG_3300045988_070436|3300045988|Ga0495776_017042: 31,097-36,997 (+)

50 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0057)

uvig_18194: 31,161-38,219 (+)

50 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0057)

MGV-GENOME-0263672: 31,161-38,256 (+)

50

MGV-GENOME-0263346: 31,161-38,199 (+)

50

MGV-GENOME-0263553: 31,113-38,236 (+)

49

MGV-GENOME-0262217: 31,113-38,002 (+)

49

uvig_69810: 31,129-37,981 (+)

50

IMGVR_UViG_3300029743_000016|3300029743|Ga0245246_100835: 30,654-37,681 (+)

47 51 57

IMGVR_UViG_3300045988_029623|3300045988|Ga0495776_083739: 30,555-36,693 (+)

51 58

IMGVR_UViG_3300045988_022243|3300045988|Ga0495776_147694: 28,769-33,314 (+)

49

MGV-GENOME-0253078: 30,359-34,991 (+)

48

MGV-GENOME-0244059: 28,856-33,538 (+)

47 52 53

IMGVR_UViG_3300045988_014141|3300045988|Ga0495776_062833: 28,856-33,538 (+)

47

IMGVR_UViG_3300045988_014881|3300045988|Ga0495776_017701: 28,856-33,525 (+)

47

uvig_250712: 30,263-35,129 (+)

48

uvig_245873: 30,852-34,360 (+)

48

IMGVR_UViG_3300045988_063195|3300045988|Ga0495776_162362: 28,714-32,191 (+)

46

IMGVR_UViG_3300045988_068522|3300045988|Ga0495776_005604: 31,038-34,598 (+)

48

uvig_96062: 31,506-35,026 (+)

50

SAMEA2579937_a1_ct34347_vs1: 30,753-33,957 (+)

51

IMGVR_UViG_3300045988_020781|3300045988|Ga0495776_110908: 32,769-36,145 (+)

53

uvig_557581: 31,360-34,929 (+)

51

IMGVR_UViG_3300045988_035658|3300045988|Ga0495776_007055: 31,797-35,459 (+)

52

SRR7892436_NODE_11_length_37505_cov_110.998051: 29,003-32,330 (+)

46

IMGVR_UViG_3300045988_014587|3300045988|Ga0495776_111290: 31,821-36,209 (+)

51 55

MGV-GENOME-0213061: 22,490-26,057 (+)

35

uvig_384490: 31,202-34,874 (+)

54

MGV-GENOME-0252224: 25,910-29,297 (+)

40

IMGVR_UViG_3300023505_000016|3300023505|Ga0257035_100498: 32,094-36,052 (+)

52

IMGVR_UViG_3300045988_064110|3300045988|Ga0495776_007062: 32,807-36,633 (+)

53 54

MGV-GENOME-0271774: 32,330-36,097 (+)

53

MGV-GENOME-0239213: 23,687-27,179 (+)

37

MGV-GENOME-0247613: 30,250-33,766 (+)

51

MGV-GENOME-0232906: 24,934-28,375 (+)

39

IMGVR_UViG_3300045988_045845|3300045988|Ga0495776_009205: 29,945-33,466 (+)

46 48

MGV-GENOME-0263797: 31,332-34,804 (+)

49 50

MGV-GENOME-0252084: 29,998-34,271 (+)

47

uvig_263617: 31,889-35,328 (+)

48

SRS104975_a1_ct23371_vs01: 32,775-38,935 (+)

55

MGV-GENOME-0238356: 28,219-34,971 (+)

47 terminase small subunit (CDS_0055)

uvig_384397: 34,404-38,657 (+)

53

IMGVR_UViG_3300045988_025374|3300045988|Ga0495776_026431: 32,776-38,814 (+)

55

uvig_541517: 32,017-38,590 (+)

53

SAMN06164625_a1_ct93112_vs1: 30,345-37,098 (+)

49

uvig_40917: 29,855-36,514 (+)

50 radical SAM domain protein (CDS_0056)

MGV-GENOME-0269498: 31,200-34,892 (+)

50

MGV-GENOME-0254347: 28,252-32,196 (+)

41

MGV-GENOME-0265477: 30,937-34,953 (+)

50

IMGVR_UViG_3300045988_057051|3300045988|Ga0495776_161544: 29,570-33,696 (+)

47

uvig_127392: 32,590-36,612 (+)

50

IMGVR_UViG_3300045988_034135|3300045988|Ga0495776_025714: 30,938-34,901 (+)

51

MGV-GENOME-0273000: 26,234-30,339 (+)

38 replication initiation protein (CDS_0039) 42

uvig_214804: 31,663-34,829 (+)

51

uvig_102210: 31,308-34,481 (+)

52

IMGVR_UViG_3300045988_033672|3300045988|Ga0495776_111313: 31,261-34,894 (+)

52

MGV-GENOME-0261887: 30,745-34,396 (+)

54

MGV-GENOME-0269786: 31,516-35,017 (+)

48 53 54

uvig_383813: 27,532-30,758 (+)

42

uvig_407288: 22,940-29,312 (+)

30 31 32 33 37

SAMN05414977_a1_ct282356_vs1: 22,524-27,090 (+)

29 31 35

IMGVR_UViG_3300023486_000022|3300023486|Ga0257044_10470: 33,501-38,765 (+)

55 59 60 62

uvig_311876: 31,439-36,751 (+)

50 55 57

MGV-GENOME-0263783: 30,569-34,787 (+)

48 51

IMGVR_UViG_2826986812_000001|2826986812|2826986812|2274374-2314355: 31,985-36,868 (+)

Erf-like ssDNA annealing protein (CDS_0051) 53

MGV-GENOME-0253778: 29,424-33,720 (+)

Erf-like ssDNA annealing protein (CDS_0050) 51

IMGVR_UViG_3300045988_083115|3300045988|Ga0495776_009022: 29,710-33,868 (+)

48 50

MGV-GENOME-0267450: 30,653-34,787 (+)

53

MGV-GENOME-0260731: 31,180-35,644 (+)

52 53 54

IMGVR_UViG_3300045988_075530|3300045988|Ga0495776_009052: 31,180-35,644 (+)

52 53 54

IMGVR_UViG_3300030438_000020|3300030438|Ga0168793_1000872: 28,962-33,898 (+)

48 49 54

MGV-GENOME-0247702: 29,385-34,635 (+)

48 54

IMGVR_UViG_3300045988_020874|3300045988|Ga0495776_015132: 29,375-34,905 (+)

47

MGV-GENOME-0237885: 30,900-34,036 (+)

51 DNA methyltransferase (CDS_0052)

MGV-GENOME-0217638: 2-2,313 (-)

1

uvig_42840: 31,774-39,103 (+)

54 RM__Type_I_MTases_FAM_0 (CDS_0057) 58 60

IMGVR_UViG_3300045988_049155|3300045988|Ga0495776_006931: 31,774-39,103 (+)

54

MGV-GENOME-0257913: 31,179-35,704 (+)

55 57 58 59

3000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder)


