
Ma_2019_SRR413583_NODE_364_length_38131_cov_3.235765: 10,005-26,938 (+)

tail length tape measure protein

distal tail protein Dit (CDS_0012)
minor head protein (CDS_0013)

14 15 16 17 18
holin (CDS_0019)

20 21 22 23 24 25 26

MGV-GENOME-0241709: 10,005-24,268 (+)

17 18

uvig_29310: 9,981-24,746 (+)

17 18 19 20

MGV-GENOME-0260048: 9,981-25,267 (+)

17 18 22

uvig_64081: 9,981-24,893 (+)

17 18 22

SAMEA2579905_a1_ct44737_vs1: 10,341-25,643 (+)

17 18 19
amidase (CDS_0021)

22

MGV-GENOME-0241519: 9,933-23,461 (+)

17 18 21 22

uvig_102022: 9,932-21,653 (+)

17 18

uvig_492568: 9,993-25,760 (+)

17 18 19

IMGVR_UViG_2850192806_000001|2850192806|2850192839|232971-272037: 9,981-20,597 (+)

17 18 19 20

IMGVR_UViG_3300045988_016223|3300045988|Ga0495776_153619: 10,006-19,972 (+)

17 18

uvig_147921: 10,005-24,493 (+)

tail protein (CDS_0017) 18 20 21 23 24

IMGVR_UViG_3300007184_000020|3300007184|Ga0103258_100658: 9,981-22,446 (+)

17 18

MGV-GENOME-0255105: 9,980-18,794 (+)

tail protein (CDS_0017) 18

uvig_251128: 9,981-24,650 (+)

tail protein (CDS_0017) 18 20

IMGVR_UViG_3300029246_000294|3300029246|Ga0168681_100308|1181-38236: 9,933-25,862 (+)

17 18 19 20 21 amidase (CDS_0023)
vanY_of_D-NCBIFAM transpeptidase-like D-Ala-D-Ala carboxypeptidase VanY-D (NF000471.1) (CDS_0026)

uvig_136708: 9,933-24,426 (+)

17 18 19 20 21

uvig_168132: 9,951-25,264 (+)

17 18 integrase (CDS_0019) 23

IMGVR_UViG_3300045988_052961|3300045988|Ga0495776_068596: 9,951-24,321 (+)

17 18 19

MGV-GENOME-0249376: 9,951-26,239 (+)

17 18 19
holin (CDS_0020)

21 22 25
capH (CDS_0026)

27 28 29

uvig_313862: 9,980-25,175 (+)

17 18 19 20 21 24 25

IMGVR_UViG_3300029134_000235|3300029134|Ga0168775_100078|190-37686: 9,992-26,090 (+)

17 18 19 20 21 22 25 26 28

IMGVR_UViG_2857989793_000004|2857989793|2857989823|57-36600: 9,981-20,142 (+)

17 18 19 20 21 22

uvig_240028: 10,329-26,184 (+)

tail protein (CDS_0017) 18 19 20 21 22 23 24 25 30 31 32

uvig_120124: 10,006-25,271 (+)

17 18 19 20 21 25 27 28

IMGVR_UViG_7000000145_000131|7000000145|SRS050422_LANL_scaffold_90712: 10,772-26,709 (+)

17 18 20 21 22 23 24 25 33

MGV-GENOME-0251359: 9,981-27,366 (+)

tail protein (CDS_0017) 18 19 20 21 22 23 24 25

uvig_279555: 9,982-19,629 (+)

17

uvig_161931: 10,785-27,295 (+)

tail protein (CDS_0017) 18 20 21 22 23 24 25 26

IMGVR_UViG_3300045988_084099|3300045988|Ga0495776_167305: 10,771-26,440 (+)

18 20 21 22 23
24

25 28 29 30

MGV-GENOME-0261049: 10,772-26,823 (+)

17 18 20 21 22 23
24

25

SRS097889_a1_ct16714: 10,797-29,642 (+)

17 20 21 22 23
24

2526 27 28 29

MGV-GENOME-0252846: 9,994-27,185 (+)

tail protein (CDS_0017) 18 19 20 21 22 23 24 25 26 27

uvig_206967: 9,982-25,452 (+)

tail protein (CDS_0017) 18

transposase (CDS_0019)
cas12f2_V-F_2 (CDS_0020)

21

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0022)

SAMEA2579946_a1_ct53850_vs1: 10,006-22,738 (+)

17 18 19 20 22

7000 nt

head and packaging integration and excision lysis tail unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus) tRNA pseudogene


