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23 tail fiber protein (CDS_0024) 25
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IMGVR_UViG_2874289006_000001|2874289006|2874289014|31469-62979:12,100-21,472 (+)
16 tail protein (CDS_0021) 22
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TemPhD_cluster_52328:11,110-19,861 (+)
18 tail fiber protein (CDS_0023)
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IMGVR_UViG_2791355124 000005|2791355124|2791379200|215002-247426:12,733-22,064 (+)
18 tail fiber protein (CDS_0023)

-
TemPhD_cluster_ 44028: 13,475-22,435 (+)
16 17 tail fiber protein (CDS_0022)

IMGVR_UViG_2695420487_000015|2695420487|2695437761|90736-129891: 11,116-20,821 (+)
baseplate hub 17 18 tail fiber protein (CDS_0023) tail fiber assembly protein (CDS_0024)
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TemPhD_cluster_25017:11,325-20,969 (+)

DrmD_00013 DrmD (CDS_0015)
13 transposase (CDS_0014) Rz-like spanin (CDS_0016) 19

E

IMGVR_UViG_2718218450_000001|2718218450|2718229253|1119575-1162255:11,110-22,448 (+)

E

IMGVR_UViG_2718217863 000001|2718217863|2718228097|1117431-1160111: 11,110-22,448 (+)
18 Aga_Nuclease (CDS_0024) integrase (CDS_0025)
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uvig_374981:11,110-20,343 (+)

terminase small subunit (CDS_0013)
14 15 18 Rz-like spanin (CDS_0019) 24 25
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IMGVR_UViG_2690316239_000004|2690316239]2690362505|296547-327682: 11,010-17,195 (+)
tail terminator (CDS_0018) 20 tail fiber protein (CDS_0025)
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IMGVR_UViG_2724679367_000003|2724679367|2724727822|22912-61166: 14,633-21,528 (+)
Rz-like spanin (CDS_0016)
18 19
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TemPhD_cluster_43646:12,105-19,117 (+)

21 baseplate wedge subunit (CDS_0023)
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TemPhD_cluster_51585:13,403-21,838 (+)

tail terminator (CDS_0024)

TemPhD_cluster_63617:14,779-20,138 (+)
baseplate hub (CDS_0010)  tail terminator (CDS_0014)
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TemPhD_cluster_63937:9,144-15,324 (+)
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