RecA filament binding protein Dinl (CDS_0003)
retron_type_|_B1_atpase_toprim_cluster22_2 (CDS_0006)
nicking at origin of replication (CDS_0001) ‘ portal protein (CDS_0007) head scaffolding protein (CDS_0009)
\ 2 terminase large subunit (CDS_0008) 10 terminase small subunit (CDS_0011)
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uvig_576497:1-10,564 (+)
RecA filament binding protein Dinl (CDS_0005)
2 3 4] 6 7 9

IMGVR_UViG_3300013365_000032|3300013365|Ga0121245_100072|2087-35011: 1-11,612 (+)
Rst_3HP__Hp1 (CDS_0009) Rst_3HP_Hp3 (CDS_0011)
2 3 4 7 8 Rst_3HP_Hp2 (CDS_0010) 12

L e r—— I
IMGVR_UViG_2690315762 OOOOO9|2690315762\2690320405|4657016 -4694312:1-14,799 (+)
DksA-like zinc-finger protein (CDS_0041)

oM?aEe_OOOlS orphan (CDS_0042)

40 \ DNA methyltransferase (CDS_0043) 3 4 5 6

~

TemPhD_cluster_26267:31,945-34,312 (+); 1-11,579 (+)
2 5

IMGVR_UViG_2724678966_000001|2724678966|2724686838|181169-220329: 1-10,692 (+)
5 Abi alpha-like abortive infection mechanism (CDS_0006)

IMGVR_UViG_3300013618_000007|3300013618|Ga0121225_10009|139068-179166: 1-12,277 (+)

1
w

MGV-GENOME-0165836: 1-10,090 (+)
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I —— R—
IMGVR_UViG_3300013985_000006|3300013985|Ga0121079_10007|72724-109246: 1-10,090 (+)

5 Abi alpha-like abortive infection mechanism (CDS_0006)

e
IMGVR_UViG_2874057671_000004(2874057671|2874057693(315842-351344:1-11,728 (+)

RM_Type_ll_Type_ll_REase24 (CDS_0006)
DrmMII_00005 DrmMII (CDS_0005) Menshen__NsnA (CDS_0007)

- — S — e —— | s E—
MGV-GENOME-0231663:1-12,813 (+)

DksA-like zinc-finger protein
DNA methyltransferase (CDS_0046) 5 6

S 5 —
TemPhD_cluster_30549:31,762-33,693 (+); 1-10,088 (+)
DNA binding protein (CDS_0006)

;ﬁ

TemPhD_cluster_37924:31,571-32,459 (+); 1-11,040 (+)
DNA binding protein (CDS_0006)
queuine tRNA-ribosyltransferase (CDS_0047) 5 7
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TemPhD_cluster_62162:34,304-36,005 (+); 1-12,614 (+)
5 6 7

e |
IMGVR_UViG_3300002932_000064|3300002932|CVPLO10L_1000038/8838-43513: 1-11,657 (+)

45 5

TemPhD_cluster_44003: 30,939-31,953 (+); 1-10,092 (+)
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TemPhD_cluster_51889:31,870-32,884 (+); 1-11,083 (+)
5 6 HEC-06_WP_099323492.1 (CDS_0007)

I s —
TemPhD_cluster_51237:34,040-35,741 (+); 1-12,702 (+)
DNA binding protein (CDS_0005) 6 7

N ] - ——y ———— —————‘F —————— —]
TemPhD_cluster_51144:34,322-36,232 (+); 1-11,666 (+)
Rst_3HP__Hp3 (CDS_0004) Rst_3HP__Hp1 (CDS_0006)
Rst_3HP__Hp2 (CDS_0005)

e — S —
TemPhD_cluster_62829_:32,169-33,292 (+); 1-11,894 (+)

Rst_3HP__Hp3 (CDS_0005) Rst_3HP_Hp1 (CDS_0007)

Rst_3HP__Hp2 (CDS_0006)

MGV-GENOME-0227248:1-12,684 (+)
HEC-08_WP_093018341.1 (CDS_0004) 5 6

IMGVR_UViG_2571042713_000001|2571042713]2571139798(157812-194931: 1-11,619 (+)
4 5 6

I —
IMGVR_UViG_2811995328_000006/2811995328|2812089181(62266-94905: 1-11,619 (+)

DNA binding protein (CDS_0006)
5 7 8

E——
IMGVR_UViG_3300043957_000055|3300043957|Ga0455777_00181: 1-12,273 (+)

HEC-08_WP_093018341.1 (CDS_0004) 5

o

TemPhD_cluster_37524_:33,750-35,821 (+); 1-11,619 (+)
RM_Type_ll_Type_ll_REase06 (CDS_0005)
DrmMII_00005 DrmMII (CDS_0004) ‘ 6

O ‘

IMGVR_UViG_3300015613_000324|3300015613]Ga0183339_1090671: 1-12,633 (+)
5 6 7

o]

IMGVR_UViG_2518645555_000003|2518645555/2518681419(3626428-3661968: 1-13,566 (+)
5 6 7 8 9

IMGVR_UViG_3300011550_000013|3300011550|Ga0122832_100006|211255-250844: 1-13,405 (+)
Rst_3HP__Hp1 (CDS_0007) Rst_3HP_ Hp3 (CDS_0009)
5 6 Rst_3HP_Hp2 (CDS_0008)

1 ——— & E— ‘g —————— 73 —— " —— —
TemPhD_cluster_61703:36,506-37,629 (+); 1-14,187 (+)

HEC-06_WP_081759119.1 (CDS_0004)
D g T g WS O SO, W, ——;

IMGVR_UViG_3300011908_000015|3300011908|Ga0122852_100053: 1-11,140 (+)
SEFIR_bSEFIR (CDS_0004)

IMGVR_UViG_3300011142_000021|3300011142|Ga0122820_100047[32562-68592: 1-11,554 (+)
4 5 6

I
IMGVR_UViG_3300013999_000006|3300013999|Ga0122854_10001|14844-50330: 1-11,699 (+)

4 5 6

IMGVR_UViG_3300011862_000005|3300011862|Ga0121644_100118: 1-11,927 (+)
RecA filament binding protein Dinl (CDS_0004)
PDC-MO3A_WP_148311240.1 (CDS_0006)
5 PDC-M03B_WP_156391106.1 (CDS_0007)

IMGVR_UViG_3300011622_000013|3300011622|Ga0120838_100054[15662-52675: 1-11,534 (+)
RecA filament binding protein Dinl (CDS_0004)
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IMGVR_UViG_3300011739_000029|3300011739|Ga0122271_100004]14892-48944: 1-10,628 (+)

DS-21_DS-21A (CDS_0005)
4 6 DS-21_DS-21C(CDS_0007)

e
IMGVR_UViG_3300011559_000008|3300011559|Ga0122214 100023|14863-53518: 1-12,346 (+)

RecA filament binding protein Dinl (CDS_0004)
DS-21_DS-21A (CDS_0007)
56 8 DS-21_DS-21C (CDS_0009)
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IMGVR_UViG_3300013711_000025|3300013711|Ga0121211_100053[14812-52379: 1-12,143 (+)

DruM2_00002 DNA (CDS_0003) 4 5

1l EEe— e—
IMGVR_UViG_3300012280_000037|3300012280|Ga0122114_100018|82634-118543:1-12,592 (+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0004)
3 7

N
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IMGVR_UViG_2571042794 000007|2571042794|2571147491|47896-84462:1-11,026 (+)

RecA filament binding protein Dinl (CDS_0003)
nicking at origin of replication (CDS_0001) 4 SEFIR_bSEFIR (CDS_0005)

—
IMGVR_UViG_3300013853_000015|3300013853]|Ga0121600_100032[13808-55716: 1-11,563 (+)

RecA filament binding protein Dinl (CDS_0003)
Abi alpha-like abortive infection mechanism (CDS_0005)
DNA binding protein (CDS_0004)
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IMGVR_UViG_3300031088_000288|3300031088|Ga0308157_10001987:1-11,542 (+)

RecA filament binding protein Dinl (CDS_0003)
5 6

1
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IMGVR_UViG_3300012248_000009|3300012248|Ga0121556_100061]424-34013: 1-11,124 (+)
3 4

uvig_590509: 1-10,393 (+)

1
w

IMGVR_UViG_3300011675_000018|3300011675|Ga0122100_10041[4112-53428: 1-11,793 (+)

3

w

IMGVR_UViG_3300011357_000010|3300011357|Ga0121190_10003|74279-114623: 1-12,499 (+)
PD-T7-4_PD-T7-4 (CDS_0003)

IMGVR_UViG_2851649467. OOOOO4|2851649467\2851649467|3478965 3514652:1-10,370 (+)
2 3

IMGVR_UViG_2847550744_000005|2847550744|2847550744|3094176-3127720:1-11,999 (+)
3 4 5

IMGVR_UViG_3300011133_000020|3300011133|Ga0122860_100032|204-37602: 1-11,046 (+)

1
| .

MGV-GENOME-0183924:1-9,797 (+)
AbiLi-1 AbiLi (CDS_0003) pAgo_ GbbAga$ (CDS_0004)

e v ————
IMGVR_UViG_3300027606_000237|3300027606|Ga0209370_1000345|38065-71878: 1-11,151 (+)

3 4

IMGVR_UViG_2675903011_000006|2675903011|2675919935|55922-91711:1-10,579 (+)
RecA filament binding protein Dinl (CDS_0003)
reﬁ'onftypeﬁlI7A3,ndt,cluster42,1 (CDS_0005)
| 4 Retron_RT_Tot_6 (CDS_0006)
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e ——— —
IMGVR_UViG_3300036825_000030|3300036825|Ga0376697_0000167:1-11,550 (+)

retron_type_Il_A3_ndt_cluster42_1 (CDS_0005)
2 4 Retron_RT_Tot_6 (CDS_0006)

|
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e ——
IMGVR_UViG_2926084125_000004|2926084125|2926084127|25908-62160: 1-11,505 (+)

3 4 5 6 Lamassu-Fam_LmuB_SMC Lipase (CDS_0007)

IMGVR_UViG_2576861468 000002|2576861468|2576889508|417964-452111:1-11,991 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0006)
RecA filament binding protein Dinl (CDS_0003)
4

w

—
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IMGVR_UViG_3300048922 000473|3300048922\6304%119 0000610[11628-47844:1-12,827 (+)
PDC-S42_ WP_165601015.1(CDS_ 0003) 4 5

— e —— R—
IMGVR_UViG_3300031370_000023|3300031370|Ga0302349_1000751:1-10,636 (+)

37 38 PDC-542_WP_165601015.1 (CDS 0003) 4 5

e — —
TemPhD_cluster_38076:30,370-31,252 (+); 1-10,546 (+)

Rst_3HP__Hp1 (CDS_0003) Rst_3HP_ Hp3 (CDS_0005)
2 Rst_3HP_Hp2 (CDS_0004)

IMGVR_UViG_2775507056_000009|2775507056|2775537423|107101-150279: 1-11,770 (+)
letA_00002 (CDS_0003)
2 letS_00001 (CDS_0004)

IMGVR_UVIG_2924376464_000003|2924376464]2924376483|431725-470563: 1-11,965 (+)
2 AbiLi-1 AbiLi (CDS_0004) AbiLii-1 AbiLii (CDS_0005)

I
TemPhD_cluster_51709: 32,140-33,853 (+); 1-11,078 (+)

PD-T7-4_PD-T7-4(CDS_0003)

TemPhD_cluster_51562:32,704-34,411 (+); 1-10,370 (+)

RecA filament binding protein Dinl (CDS_0003)
4 5 6

N
TemPhD_cluster_52273:29,409-31,116 (+); 1-10,330 (+)

RecA filament binding protein Dinl (CDS_0003)
4 5

6
— — — 3 ————— ————————————]

TemPhD_cluster_62499:32,159-34,696 (+); 1-10,886 (+)
REase_l1_00103 Type (CDS_0005)
DruM2_00003 DNA (CDS_0004)
3

o
~
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emPhD_cluster_51786:31,905-33,618 (+); 1-12,591 (+)
DruM2_00008 DNA (CDS_0003)
cell division inhibitor (CDS_0036) 2 REase_lI_00067 Type (CDS_0004)
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TemPhD cluster_37988:30,905-31,951 (+); 1-10, 619( )

cell di inhibitor (CDS_0038)
CII like regulator (CDS_0037) RecA filament binding protein Dinl (CDS_0003)
| 40 I 4 5 6
I . I e e 1
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TemPhD_cluster_62896_:30,580-32,980 (+); 1-11,405 (+)
RecA filament binding protein Dinl (CDS_0003)
4 5 6

TemPhD_cluster_38039:29,157-31,554 (+); 1-11,275 (+)
RecA filament binding protein Dinl (CDS_0003)
Rst_3HP_Hp3 (CDS_0004) Rst_3HP_Hp1 (CDS_0006)

| Rst_3HP__Hp2 (CDS_0005)

- | . ] . ¢4 -]
TemPhD_cluster_62656_:31,585-33,982 (+); 1-11,946 (+)
PDC-M11B_WP_204471233.1 (CDS_0005)
PDC-M11A_WP_212116594.1 (CDS_0004) DS-5__DS-5A (CDS_0009)
3 | 6 7 8 10

—— ) R W
IMGVR_UViG_2851684826_000006|2851684826|2851684826|3603138-3641091: 1-13,520 (+)

PDC-M11B_WP_204471233.1 (CDS_0005)
PDC-M11A_WP_212 11659‘4.1 (CDS_0004)
3 6 7
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SEFIR_bSEFIR (CDS_0009)

SAMNO5827142_a1_ct2740_vs1: 1- 13891 (+)
PDC-M11B_WP_204471233.1 (CDS_0006)

PDC-M11A_WP_212116594.1 (CDS_0005)
2 4 | 7 8 9

T . m—— S S S 5 5
TemPhD_cluster_62582:32,665-34,378 (+); 1-12,449 (+)
letA_00002 (CDS_0007) head-tail adaptor Ad1 (CDS_0014)
5 6 letS_00001 (CDS_0008) head scaffolding protein (CDS_0011) baseplate hub (CDS_0015)

= — | —/——/ /| [ /]
TemPhD_cluster_43698: 33,346-34,245 (+); 1-14,004 (+)

5 DNA binding protein (CDS_0006) 10 holin (CDS_0014)

TemPhD_cluster_2314:32,308-33,207 (+); 1-11,856 (+)

IN

retron_type_|_B1_atpase_toprim_cluster22_2 (CDS_0005)

TemPhD_cluster_17023:33,055-34,178 (+); 1-12,783 (+)

PtuB1_00020 Unknown (CDS_0008)
5 6 PtuA1.00004 AAA (CDS_0007)

IMGVR_UViG_2648501745_000002|2648501745|2648562949|57149-91306: 1-13,480 (+)

RecA filament binding protein Dinl (CDS_0003)
4 5

|
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IMGVR _UViG_3300029160_000050|3300029160|Ga0120251_10087|9838-46937:1-11,992 (+)
RM_Type_II_Type_ll_REase24 (CDS_0005)
DrmMII_00005 DrmMII (CDS_0004)
RecA filament binding protein Dinl (CDS_ 0003) Menshen__NsnA (CDS_0006)

IMGVR_UViG_3300011895 OOOOSSISSOOOl1895\630121009 100041|25852-60010: 1-12,641 (+)
5 PDC-559 WP_173620398.1 (CDS_0006)

N

IMGVR_UViG_2937418609 000002|2937418609\2937418627|44049 77189:1-12,053 (+)
RecA filament binding protein Dinl (CDS_0003)
4 5 SEFIR_bSEFIR (CDS_0006)

i%

IMGVR_UViG_3300036817. OOO493|3300036817\GaO376687 0000029(36778-71574:1-12,322 (+)
PD-T4-10__PD-T4-10_A (CDS_0003) 4 gcu24_gcu24 (CDS_0005)

IMGVR_UViG_3300011703 OOOOS4|3300011703\Ga0121537 100012|141594-176184:1-12,333 (+)

REase_l_00067 Type (CDS_0004)
DruM2_00008 DNA (CDS_0003)

|
|

IMGVR_UViG_2839317710_000002(2839317710|2839317713|3730011-3765214: 1-11,381 (+)
6000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
— I —_—

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




