
IMGVR_UViG_2675903011_000006|2675903011|2675919935|55922-91711: 32,155-35,788 (+)

CII-like regulator (CDS_0037)

38 39 40 41
oMTase_00018 orphan (CDS_0042)

43

IMGVR_UViG_3300027606_000237|3300027606|Ga0209370_1000345|38065-71878: 30,599-33,812 (+)

oMTase_00018 orphan (CDS_0040) queuine tRNA-ribosyltransferase (CDS_0041)

IMGVR_UViG_3300013853_000015|3300013853|Ga0121600_100032|13808-55716: 38,784-41,907 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0047)
oMTase_00018 orphan (CDS_0048)

IMGVR_UViG_3300036825_000030|3300036825|Ga0376697_0000167: 31,527-34,926 (+)

oMTase_00018 orphan (CDS_0044) SspBCDE__SspD (CDS_0045)

uvig_590509: 21,048-25,178 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0032)
oMTase_00018 orphan (CDS_0033)

SspBCDE__SspD (CDS_0034)

IMGVR_UViG_2926084125_000004|2926084125|2926084127|25908-62160: 33,670-36,251 (+)

SspBCDE__SspD (CDS_0044)

IMGVR_UViG_3300036817_000493|3300036817|Ga0376687_0000029|36778-71574: 32,214-34,795 (+)

42

TemPhD_cluster_62499: 31,478-34,696 (+); 1-8,193 (+)

1 2
RecA filament binding protein DinI (CDS_0003)

4 5 6 7 8oMTase_00018 orphan (CDS_0041)
queuine tRNA-ribosyltransferase (CDS_0042)

TemPhD_cluster_62582: 32,501-34,378 (+); 1-7,888 (+)

2 4
PDC-M11A_WP_212116594.1 (CDS_0005)

PDC-M11B_WP_204471233.1 (CDS_0006)

7 8 9oMTase_00018 orphan (CDS_0046)

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


