
MGV-GENOME-0164215: 8,485-22,388 (+)

12 13
tail length tape measure protein (CDS_0014)

15 16 17 18DNA helicase (CDS_0019) 20 21
DNA helicase (CDS_0022)

2324 25

methyltransferase (CDS_0026)

terminase small subunit (CDS_0027)

MGV-GENOME-0156585: 8,485-21,361 (+)

tail protein (CDS_0018)

endonuclease (CDS_0019)

20
DNA helicase (CDS_0021)

2223

Ma_2019_SRR341667_NODE_1061_length_19430_cov_2.730632: 9,508-19,429 (+)

tail protein (CDS_0018)
19

nucleoside 2-deoxyribosyltransferase (CDS_0020)

MTase_II_00107 Type (CDS_0022)

MGV-GENOME-0160643: 9,490-21,905 (+)

16 18

DNA helicase (CDS_0019)
endonuclease (CDS_0020)

HNH endonuclease (CDS_0021)

22
DNA helicase (CDS_0023)

2425

MGV-GENOME-0150429: 9,490-20,548 (+)

endonuclease (CDS_0019)

HNH endonuclease (CDS_0020)

21
DNA helicase (CDS_0022)

2324

MGV-GENOME-0154811: 9,490-21,128 (+)

DNA helicase (CDS_0019)
endonuclease (CDS_0020)

HNH endonuclease (CDS_0021)

22
DNA helicase (CDS_0023)

2425

MGV-GENOME-0150351: 9,490-20,536 (+)

HNH endonuclease (CDS_0019)

20
DNA helicase (CDS_0021)

2223

MGV-GENOME-0154991: 9,054-21,148 (+)

18

DNA helicase (CDS_0019)
endonuclease (CDS_0020)

HNH endonuclease (CDS_0021)

22
DNA helicase (CDS_0023)

2425

MGV-GENOME-0174533: 9,490-23,848 (+)

19 DNA helicase (CDS_0020)
21

22

HNH endonuclease (CDS_0023)

24
DNA helicase (CDS_0025)

2627

MGV-GENOME-0180571: 9,490-24,751 (+)

19 20 DNA helicase (CDS_0021) 22

HNH endonuclease (CDS_0023)

24
DNA helicase (CDS_0025)

2627

MGV-GENOME-0152371: 9,477-20,810 (+)

DNA helicase (CDS_0019)

20

endonuclease (CDS_0021)

DNA helicase (CDS_0022)
2324

MGV-GENOME-0145260: 8,461-19,897 (+)

DNA helicase (CDS_0017)

endonuclease (CDS_0018)
HNH endonuclease (CDS_0019)

20
DNA helicase (CDS_0021)

2223

MGV-GENOME-0180789: 9,490-24,780 (+)

19 20 21
DNA helicase (CDS_0022)

23

HNH endonuclease (CDS_0024)

25

DNA helicase (CDS_0026)

2728

MGV-GENOME-0171094: 9,490-23,351 (+)

19 20 21 22 23
HNH endonuclease (CDS_0024)

25 26 2728 MTase_II_00107 Type (CDS_0030)

MGV-GENOME-0172140: 9,490-23,497 (+)

19 DNA helicase (CDS_0020) 21
DNA helicase (CDS_0022)

2324

MGV-GENOME-0167671: 9,490-22,865 (+)

DNA helicase (CDS_0019) 20 21 22 2324

MGV-GENOME-0176403: 8,879-24,130 (+)

18
DNA polymerase (CDS_0019)

20 21 DNA helicase (CDS_0022) 23
DNA helicase (CDS_0024)

2526 MTase_II_00107 Type (CDS_0028)

MGV-GENOME-0173113: 9,490-23,638 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

integrase (CDS_0026)
capH (CDS_0027)

28

MGV-GENOME-0156607: 9,490-21,365 (+)

19 20 21
22

23 24 endolysin (CDS_0025)

MGV-GENOME-0160674: 9,490-21,909 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

26

MGV-GENOME-0161086: 9,487-21,962 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

26

MGV-GENOME-0163096: 9,487-22,227 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

MTase_II_00107 Type (CDS_0026)

MGV-GENOME-0158348: 9,490-21,600 (+)

19 20 21 22
23

24 25 26
27

MGV-GENOME-0168571: 9,490-22,995 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

26

MGV-GENOME-0181536: 9,490-24,903 (+)

19 20 21
22

23 24 25 26 27
28

29

MGV-GENOME-0182057: 9,490-24,987 (+)

19 20 21
22

23
endolysin (CDS_0024)

HNH endonuclease (CDS_0025)

26

DNA helicase (CDS_0027)

2829

MGV-GENOME-0181379: 9,490-24,877 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

26

DNA helicase (CDS_0027)

28 29

MGV-GENOME-0175593: 9,541-24,005 (+)

20 21 22
23

24 25
endolysin (CDS_0026)

27 28 29

MGV-GENOME-0171901: 9,490-23,464 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

26 27

MGV-GENOME-0170432: 9,487-23,257 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

26
27

28

MGV-GENOME-0179288: 9,487-24,556 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

DNA helicase (CDS_0026)

2728

MGV-GENOME-0170706: 9,490-23,295 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

26 2728

MGV-GENOME-0172835: 9,493-23,596 (+)

19 20 21
22

23 24
endolysin (CDS_0025)

26 27

MGV-GENOME-0195685: 9,487-27,207 (+)

19 20 21
22

23 24 DNA helicase (CDS_0025) 26
DNA helicase (CDS_0027)

2829

uvig_223316: 9,465-24,082 (+)

19 20 21
22

23

DNA helicase (CDS_0024)

endonuclease (CDS_0025)
DNA helicase (CDS_0026)

27MazG-like pyrophosphatase (CDS_0028)

MGV-GENOME-0211022: 9,480-29,925 (+)

19 20 21
22

23 24 25
endolysin (CDS_0026)

integrase (CDS_0027)

28 29
virion structural protein (CDS_0030)

31 32 33
DNA helicase (CDS_0034)

3536

MGV-GENOME-0220003: 9,490-29,807 (+)

19 20 21
22

23 24 25
toxin-antitoxin system HicB-like (CDS_0026)

27 28

integrase (CDS_0029)

CsrA-like regulator (CDS_0030)
DNA helicase (CDS_0031)

3233 34 3536

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (PADLOC)


