late promoter transcriptional regulator (CDS_0149)
PhoH-like phosphate starvation-inducible (CDS_0147) PetE plastocyanine (CDS_0155)
transcriptional regulator (CDS_0146) DNA helicase loader (CDS_0150) HEase_00016 homing (CDS_0153) DNA end protector (CDS_0156)
\ exonuclease (CDS_0148) \ 151 152 single strand DNA binding protein (CDS_0154) head closure (CDS_0157) 158
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KJ019052.1: 121,069-128,121 (+)
HEase_00016 homing (CDS_0152)

KJ019105.1: 120,536-126,989 (+)
HEase_00016 homing (CDS_0144) 146 147

KJ019101 1:120,852-128,374 (+)
DNA helicase loader (CDS_0151)
146 152
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KJ019085.1:127,165-133,716 (+)
DNA helicase loader (CDS_0149) 151 156

NC 047718.1:127,161-134,100 (+)
153

KJ019148 1:122,408-128,929 (+)
HEase_00016 homing (CDS_0152)

KJ019093.1:126,802-133,256 (+)

3000 nt i
DNA, RNA and nucleotide metabolism connector other transcription regulation unknown function defence (PADLOC)
I




