
KJ019053.1: 182,881-191,305 (+)

231 232 233 234 235 HNH endonuclease (CDS_0236) 237 238 239 240 241242 243

KJ019098.1: 179,291-188,721 (+)

234 237 238 endonuclease (CDS_0243)

KJ019066.1: 172,809-181,681 (+)

235 240
HEase_00016 homing (CDS_0241)

242

KJ019045.1: 183,777-192,616 (+)

235 240
HEase_00016 homing (CDS_0241)

242

KJ019143.1: 181,995-189,795 (+)

242 243 244

NC_026927.1: 184,312-194,127 (+)

HNH endonuclease (CDS_0237) 242 243
244

HNH endonuclease (CDS_0245)

KJ019150.1: 183,458-191,371 (+)

239 240
241

endonuclease

KJ019146.1: 182,847-191,870 (+)

230 231 233 237 238 239

KJ019151.1: 182,880-190,762 (+)

235 236

KJ019155.1: 179,135-187,180 (+)

235 236 240

KJ019085.1: 179,840-187,608 (+)

236

KJ019111.1: 179,139-187,211 (+)

236 237

KJ019106.1: 180,316-188,832 (+)

232 234 238 239 homing endonuclease with GIY-YIG motif (CDS_0243)

KJ019100.1: 172,864-181,709 (+)

HNH endonuclease (CDS_0234) 236 237

KJ019148.1: 172,513-180,632 (+)

232 233

KJ019123.1: 177,040-185,472 (+)

231 232

KJ019101.1: 174,419-183,794 (+)

224 229 230 baseplate wedge subunit (CDS_0235)

3000 nt

DNA, RNA and nucleotide metabolism tail unknown function defence (PADLOC)


