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NC_047713.1: 177,832-185,309 (+)
228 229 HNH endonuclease (CDS_0234)
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KJ019148.1: 170,188-179,291 (+)
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KJ019101.1:171,774-182,358 (+)
HEase_00016 homing (CDS_0241)
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KJ019045.1:181,286-190,851 (+)
235 236

KJ019145.1: 180,965-189.868 (+)
234 235
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236 HNH endonuclease (CDS_0237)

KJ019102.1: 180,622-189,245 (+)

NC_026927.1:181,821-188,932 (+)
RM_Type_lI_Type_ll_MTases FAM_1(CDS_0238)
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KJ019152.1: 175,220-185,346 (+)
230 236
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KJ019151.1:180,389-189,457 (+)
236 238
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KJ019097.1:176,874-186,286 (+)
230 231 233
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KJ019146.1:180,356-187,756 (+)

4000 nt i
DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)




