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KJ019091.1: 156,153-163,425 (+)

homing endonuclease with GIY-YIG motif (CDS_0243)
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KJ019106.1: 182 819-190, 137( )
HNH endonuclease (CDS_0234) homing endonuclease with GIY-YIG motif (CDS_0241)

%

KJ019100.1: 175,368-183,145 (+)

endonuclease (CDS_0250)
baseplate wedge subunit (CDS_0254) baseplate wedge subunit (CDS_0255)
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NC 026927.1: 191 713- 209 ,386 (+)
endonuclease (CDS_0245)

KJOl9086 1:190, 213 208, 062 (+)
242 endonuclease (CDS_0247)
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KJ019097.1:182,503-202,959 (+)

238 endonuclease (CDS_0243)

KJ019098.1:183,245-203,980 (+)
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