trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0083)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0077)
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MGV-GENOME-0323812:43,547-52,654 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0079)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0069)
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MGV-GENOME-0311899:41,750-48,955 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0084)
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uvig_110727:48,479-55,420 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0080)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0083)
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MGV-GENOME-0325540:47,650-54,822 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0079)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0078)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0078)
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IMGVR_UViG_3300045988_107357|3300045988|Ga0495776_056441:46,404-55,837 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0084)
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IMGVR_UViG_3300045988_106468|3300045988|Ga0495776_037309:48,623-56,129 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0087)
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IMGVR_UViG_3300045988_110221|3300045988|Ga0495776_164050: 50,075-58,074 (+)
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MGV-GENOME-0327875:48,472-56,053 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0074)
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uvig_56320:45,936-50,613 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0086)
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IMGVR_UViG_3300029043_000009|3300029043|Ga0169613_100170:49,778-57.976 (+)
68 73 76 77 78 79 80 81

- I
IMGVR_UViG_3300045988_101648|3300045988|Ga0495776_016321:45,933-55,532 (+)
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