
uvig_588214: 32,560-40,875 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0040)

replication initiation protein (CDS_0041)
DnaB-like replicative helicase (CDS_0042)

RusA-like Holliday junction resolvase (CDS_0043)
oMTase_00015 orphan (CDS_0044)

45
DNA methyltransferase (CDS_0046)

47 48 49 50
transcriptional regulator (CDS_0051)

52 53 54 55 56

IMGVR_UViG_3300045988_079017|3300045988|Ga0495776_024915: 28,911-37,102 (+)

42
DNA methyltransferase (CDS_0044)

45 46 52

SAMN09781713_a1_ct9087: 32,255-39,559 (+)

45
PDC-M11B_WP_204471233.1 (CDS_0046)

47 52 53

IMGVR_UViG_3300045988_100481|3300045988|Ga0495776_012786: 32,649-40,665 (+)

DNA methyltransferase (CDS_0049) 50 51 52
Lar anti-RM (APIS033) (CDS_0053)

54 55 60

SAMN05414965_a1_ct19270_vs1: 28,563-36,845 (+)

DNA methyltransferase (CDS_0038) 39 41 42

SAMN09781772_a1_ct19702: 32,623-41,003 (+)

DNA methyltransferase (CDS_0052) 53 54 55 56 57 59 Lar anti-RM (APIS033) (CDS_0060)

uvig_594508: 32,761-41,141 (+)

DNA methyltransferase (CDS_0052) 53 54 55 56 57 59

IMGVR_UViG_3300045988_063347|3300045988|Ga0495776_137801: 31,564-40,430 (+)

43 48 49 50
DNA methyltransferase (CDS_0051)

52 53 54 57

uvig_590683: 32,392-40,252 (+)

DNA methyltransferase (CDS_0049)
SspD_00001 SspD (CDS_0050)

51 52 55

uvig_589451: 30,813-38,968 (+)

SspD_00001 SspD (CDS_0045) 46 47 51

uvig_587868: 30,613-39,180 (+)

44 45 46
radical SAM domain protein (CDS_0048)

49 50

uvig_592457: 31,798-38,555 (+)

48
oMTase_00015 orphan (CDS_0049)

nucleotide kinase (CDS_0050) 53

uvig_579277: 31,472-38,581 (+)

47
radical SAM domain protein (CDS_0051)

52 53

uvig_580453: 31,827-39,227 (+)

DNA methyltransferase (CDS_0052) 53 54 55 56

MGV-GENOME-0286511: 31,894-38,673 (+)

DNA methyltransferase (CDS_0051) 52 54

uvig_597328: 31,336-37,752 (+)

DNA methyltransferase (CDS_0048) 49 53

uvig_367993: 32,669-39,193 (+)

DNA methyltransferase (CDS_0051)
53 55 56

IMGVR_UViG_3300045988_075961|3300045988|Ga0495776_132375: 32,222-39,875 (+)

45 50 51

MGV-GENOME-0232760: 22,156-29,435 (+)

43 44

SAMN09781784_a1_ct729: 31,791-38,296 (+)

50 51

MGV-GENOME-0289935: 32,077-38,812 (+)

50 51 52

IMGVR_UViG_3300045988_069217|3300045988|Ga0495776_014153: 32,234-38,505 (+)

46 47 52

IMGVR_UViG_3300045988_063452|3300045988|Ga0495776_086456: 32,318-39,613 (+)

46 47

uvig_255559: 31,650-38,663 (+)

50 51

uvig_595950: 32,194-39,163 (+)

DNA methyltransferase (CDS_0052) DNA methyltransferase (CDS_0053) 56 PDC-M11B_WP_204471233.1 (CDS_0057)

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


