mads_1 (CDS_0030) exonuclease (CDS_0039)
repressor (CDS_0031) 32

27

MGV-GENOME-0285722:24,438-31,188 (+)

tRNA -Arg(ACG)
24 T 25

— —— _— — T — ———] S I —
\MGVR UViG_3300045988 O790l7|3300045988\GaO495776 024915:22,895-28,906 (+)

capH (CDS_0030) 31 35 37 42

IMGVR_UViG_3300045988_107297|3300045988|Ga0495776_014095: 25,889-32,176 (+)

MGV-GENOME-4420830: 25,754-31,856 (+)

_D—_-—:D—__-
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