
IMGVR_UViG_3300045988_065891|3300045988|Ga0495776_055877: 25,043-31,188 (+)

28 29
mads_1 (CDS_0030)

anti-repressor (CDS_0031) 32 33 34 35 36 37 38
exonuclease (CDS_0039)

40 41 42

MGV-GENOME-0285722: 24,438-31,188 (+)

27 33 35

IMGVR_UViG_3300045988_079017|3300045988|Ga0495776_024915: 22,895-28,906 (+)

24
tRNA-Arg(ACG)

25 29

IMGVR_UViG_3300045988_107297|3300045988|Ga0495776_014095: 25,889-32,176 (+)

capH (CDS_0030) 31 35 37 42

MGV-GENOME-4420830: 25,754-31,856 (+)

35

IMGVR_UViG_3300045988_100481|3300045988|Ga0495776_012786: 25,303-31,872 (+)

36

IMGVR_UViG_3300045988_075961|3300045988|Ga0495776_132375: 25,785-32,225 (+)

30 31 37

MGV-GENOME-0289935: 25,740-31,636 (+)

35

MGV-GENOME-0232760: 15,405-21,810 (+)

23 30

uvig_595950: 26,795-32,237 (+)

36 37 39 40

uvig_255559: 26,699-31,645 (+)

37

uvig_594508: 26,618-32,804 (+)

35 39 40

IMGVR_UViG_3300045988_063347|3300045988|Ga0495776_137801: 27,431-31,908 (+)

38

MGV-GENOME-0286511: 26,443-31,889 (+)

38 39

uvig_590683: 26,751-32,389 (+)

34 36 37

IMGVR_UViG_3300045988_063452|3300045988|Ga0495776_086456: 27,059-32,734 (+)

33 34 37 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0040)

SAMN09781730_a1_ct98588_vs1: 26,932-32,808 (+)

32 35

uvig_588214: 26,932-32,976 (+)

35

uvig_367993: 27,232-33,085 (+)

33 39

SAMN09781713_a1_ct9087: 27,102-32,671 (+)

35

uvig_580453: 25,075-31,822 (+)

29
capH (CDS_0030)

31 36 37 exonuclease (CDS_0041)

2000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA


