
TemPhD_cluster_29557: 25,536-33,360 (+)

capH (CDS_0032)
PDC-M69A_WP_216276383.1 (CDS_0033)

34 35 36 37 38 39 40 41
RM_Type_II__Type_II_REase23 (CDS_0042)

43 44 45 46 47 48 49
metal-dependent hydrolase (CDS_0050)

51 52

TemPhD_cluster_41447: 26,469-34,358 (+)

37
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)

39

RM_Type_II__Type_II_REase23 (CDS_0040)

41 42 43 44 45

TemPhD_cluster_32178: 25,376-34,298 (+)

31 32 33 38
DNA methyltransferase (CDS_0039)

host nuclease inhibitor (CDS_0040)

41 42 43

RM_Type_II__Type_II_REase23 (CDS_0044)

45 46 47 48 49

TemPhD_cluster_48618: 25,362-36,334 (+)

anti-SOS response (APIS132) (CDS_0031)
transcriptional repressor (CDS_0033)

anti-repressor Ant (CDS_0034)
35 39 40

MTase_II_00030 Type (CDS_0041)
RM_Type_II__Type_II_REase23 (CDS_0042)

43 44 45 46 47 48 kinase (CDS_0049) 50 51

TemPhD_cluster_60840: 26,967-34,039 (+)

38
39

40 41 42 43 44 45 46 47 48 49 50 51

TemPhD_cluster_60842: 26,968-34,041 (+)

38 39 40 41 42 43 44 45 46 47 48 49 50

TemPhD_cluster_21747: 26,455-33,758 (+)

40 41
DNA methyltransferase (CDS_0042)

host nuclease inhibitor (CDS_0043)

44 45

RM_Type_II__Type_II_REase23 (CDS_0046)

47 48 49 50 51 52

TemPhD_cluster_60373: 26,593-36,075 (+)

36
transcriptional regulator (CDS_0037)

42

host nuclease inhibitor (CDS_0043)

44
MTase_II_00074 Type (CDS_0045)

RM_Type_II__Type_II_REase23 (CDS_0046)

47 48 49 50 51 52 53 54 55

TemPhD_cluster_32293: 24,802-34,033 (+)

37

DNA methyltransferase (CDS_0038)
MTase_II_00074 Type (CDS_0039)

RM_Type_II__Type_II_REase23 (CDS_0040)

41 42 43 44 45 46 47 48 49

TemPhD_cluster_15674: 25,475-33,978 (+)

37
DNA methyltransferase (CDS_0038)

host nuclease inhibitor (CDS_0039)

40

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0041)

42 43 44 45 46

TemPhD_cluster_49746: 26,059-33,568 (+)

37
DNA methyltransferase (CDS_0038)

host nuclease inhibitor (CDS_0039)

40

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0041)

42 43 44 45 46

TemPhD_cluster_49150: 25,839-35,348 (+)

36 37

MTase_II_00074 Type (CDS_0038)
DNA methyltransferase (CDS_0039)

40 41 42 43 44 45 46

TemPhD_cluster_35914_: 27,468-34,736 (+)

42

host nuclease inhibitor (CDS_0043)

44
MTase_II_00074 Type (CDS_0045)

RM_Type_II__Type_II_REase23 (CDS_0046)

47 48 49 50 51 52 53 54

TemPhD_cluster_60560: 27,468-35,340 (+)

42

host nuclease inhibitor (CDS_0043)

44
MTase_II_00074 Type (CDS_0045)

RM_Type_II__Type_II_REase23 (CDS_0046)

47 48 49 50 51 52 53 54 55 56

TemPhD_cluster_12813: 26,703-34,337 (+)

39 40
MTase_II_00074 Type (CDS_0041)

RM_Type_II__Type_II_REase23 (CDS_0042)

43 44 45 46 47 48 49

TemPhD_cluster_49385: 23,841-33,943 (+)

34 35

host nuclease inhibitor (CDS_0036)

37
MTase_II_00074 Type (CDS_0038)

RM_Type_II__Type_II_REase23 (CDS_0039)

40 41 42 43 44 45 46 RNA ligase (CDS_0047)

IMGVR_UViG_2778261013_000004|2778261013|2778270440|475921-517174: 23,844-33,613 (+)

35 36
host nuclease inhibitor (CDS_0037)

38 39 40

RM_Type_II__Type_II_REase23 (CDS_0041)

42 43 44 45 46 47 48 49

TemPhD_cluster_21103: 23,846-33,220 (+)

35 36

host nuclease inhibitor (CDS_0037)

38
MTase_II_00074 Type (CDS_0039)

RM_Type_II__Type_II_REase23 (CDS_0040)

41 42 43 44 45 46 47 48

IMGVR_UViG_2814123071_000002|2814123071|2814173826|328-43892: 24,059-35,396 (+)

36 37

host nuclease inhibitor (CDS_0038)

39
MTase_II_00058 Type (CDS_0040)

41 42 43 44 45 46 47 48 49 50 51 52 53 54

TemPhD_cluster_22481_: 24,795-34,580 (+)

34 35

host nuclease inhibitor (CDS_0036)

37 38 39
RM_Type_II__Type_II_REase23 (CDS_0040)

41 42 43 44 45 46 47 48 49 50

TemPhD_cluster_24396: 24,795-34,553 (+)

34 35 36 37 38
RM_Type_II__Type_II_REase23 (CDS_0039)

40 41 42 43 44 45 46 47 48 49

TemPhD_cluster_60556: 25,227-35,402 (+)

36 37

host nuclease inhibitor (CDS_0038)

39 40 41
RM_Type_II__Type_II_REase23 (CDS_0042)

43 44 45 46 47 48 49 50 51 52 53

TemPhD_cluster_35817_: 25,903-34,601 (+)

39
DNA methyltransferase (CDS_0040)

41

RM_Type_II__Type_II_REase23 (CDS_0042)

43 44 45 46 47 48 49

TemPhD_cluster_60880: 25,875-34,359 (+)

39 40
DNA methyltransferase (CDS_0041)

42 43 44 45 46 47 48 49

TemPhD_cluster_35684_: 26,276-35,426 (+)

39 40 41 42

RM_Type_II__Type_II_REase23 (CDS_0043)
replication initiation protein (CDS_0044)

RNA-binding protein (CDS_0045)
46 47 48 49 50

TemPhD_cluster_14573: 24,796-34,573 (+)

36

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0037)
RM_Type_II__Type_II_REase23 (CDS_0038)

39 40 41 42 46 DNA polymerase (CDS_0047)

TemPhD_cluster_41587: 24,420-34,263 (+)

30 31 MTase_II_00058 Type (CDS_0037)
RM_Type_II__Type_II_REase23 (CDS_0038)

39 40 41 42 43 44 45 46 47 48 4950

TemPhD_cluster_41589: 24,416-34,260 (+)

MTase_II_00058 Type (CDS_0037)
RM_Type_II__Type_II_REase23 (CDS_0038)

39 40 41 42 43 44 45 46 47 48 4950

4000 nt
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