22 DNA invertase (CDS_0029)
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MGV-GENOME-0181258:19,884-24,859 (+)
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MGV-GENOME-0180517: 19,448-24,663 (+)
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MGV-GENOME-0183035: 19,396-25,058 (+)
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MGV-GENOME-0181101: 19,309-24,748 (+)
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MGV-GENOME-0183342:19,403-25,181 (+)
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MGV-GENOME-0202414:19,393-28,323 (+)
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MGV-GENOME-0196059:19,393-27,189 (+)
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GV-GENOME-0180438: 19,403-24,%1 (+)
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MGV-GENOME-0183723:19,403-25,240 (+)
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MGV-GENOME-0193035: 19,448-26,672 (+)
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GV-GENOME-0185281: 19,402-25,481 (+)
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GV-GENOME-0219409: 19,403-25,144 (+)
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MGV-GENOME-0183927:19,403-25,273 (+)
25 26 272829
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MGV-GENOME-0193771:19,310-26,802 (+)
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MGV-GENOME-0208091:19,310-26,722 (+)
25 26 2728 29
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MGV-GENOME-0194684:19,298-26,952 (+)
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MGV-GENOME-0201623: 19,448-28,178 (+)
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MGV-GENOME-0196148:19,371-27,210 (+)
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MGV-GENOME-0186862:19,372-25,664 (+)
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MGV-GENOME-0184140:16,226-25,305 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance trﬂscriptional regulator VanU (NFO00090.1) (CDS_0029)
DS-20__DS-20 (CDS_0030)
clamp loader of DNA polymerase (CDS_0025) 26 27 28 | 31 32 33 34 integrase (CDS_0035) 36 37 38 394041
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uvig 182065: 19,404-38,098 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance tr@scriptional regulator VanU (NFO00090.1) (CDS_0029)
DS-20__DS-20 (CDS_0030)

clamp loader of DNA polymerase (CDS_0025) 26 27 28 \ 31 32 33 34 35 363738
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— ———

MGV-GENOME-0266076:19,311-34,795 (+)
SDIC3__SDIC3F (CDS_0025)

24 26 272829303132 33 34 353637
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MGV-GENOME-0213023: 15,995-30,212 (+)

25 262728 29 30 3132
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MGV-GENOME-0197473: 19,307-27,080 (+)
25 26 27 28 2930 31 32 33
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MGV-GENOME-0212485: 19,310-30,107 (+)
25 26 27 28 2930 31
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MGV-GENOME-0175179:20,431-23,856 (+)
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