tail fiber protein (CDS_0019)

minor tail protein (CDS_0018) holin (CDS_0022) AbiD__AbiD (CDS_0026)
tail protein (CDS_0017) 20 21 23 endolysin (CDS_0024) 25 27 28 integrase (CDS_0029) 30 31 DNA binding protein (CDS_0032)
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TemPhD_cluster_27344:16,206-25,859 (+)
17 minor tail protein (CDS_0019) 22 holin (CDS_0023) 25 26
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TemPhD_cluster_49905: 15,488-25,526 (+)
holin (CDS_0022) acetyltransferase (CDS_0026)

21 endolysin (CDS_0023)24 25 27 31 32
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TemPhD_cluster_29403: 15,169-26,662 (+)
holin (CDS_0022)
21 endolysin (CDS_0023) 24 acetyltransferase (CDS_0025) 29

TemPhD_cluster_42298:15,173-25,011 (+)
holin (CDS_0022)
endolysin (CDS_0023)
21 AbiD__AbiD (CDS_0024)

TemPhD_cluster_21754:15,184-26,218 (+)
holin (CDS_0023)
22 endolysin (CDS_0024)25

TemPhD_cluster_21731:15,199-22,981 (+)
26 27  MazF-like growth inhibitor (CDS_0028)
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-26,411(+)
26 27  MazF-like growth inhibitor (CDS_0028)

TemPhD_cluster_50148: 16,240-25,660 (+)
tail protein (CDS_0021) 22  holin (CDS_0023) 25 26  MazF-like growth inhibitor (CDS_0027)

TemPhD_cluster_41972:16,204-25,880 (+)

holin (CDS_0022)

21 23 25 26 27 28
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TemPhD_cluster_36790_: 15,173-24,652 (+)
21 AbiD (CDS_0024) 25 26 30
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acetyltransferase (CDS_0027)
25 26 integrase (CDS_0030)

holin (CDS_0024)
tail protein (CDS_0022) 23 endolysin (CDS_0025) 26 27
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TemPhD_cluster_49194:15,217-24,442 (+)

holin (CDS_0024)
tail protein (CDS_0022) 23 endolysin (CDS_0025) 26 27
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TemPhD_cluster_23523_:15,217-26,013 (+)
holin (CDS_0024)
tail protein (CDS_0022) 23 25 27 28
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TemPhD_cluster_41866:15,217-24,661 (+)

holin (CDS_0024)
tail protein (CDS_0022) 23 725 AbiD_AbiD (CDS_0027)
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TemPhD_cluster_32176:15,217-26,357 (+)
holin (CDS_0023)
tail protein (CDS_0021) 22 24
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TemPhD_cluster_60905: 15,445-25,831 (+)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (CDS_0036)
tail protein holin (CDS_0025) 28 29 32 33 34 35

é

IMGVR_UVIG_2645727509_000001|2645727509|2645729999(145246-191373:17,261-28,336 (+)
4000 nt {
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
I —_—

—
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




