
TemPhD_cluster_61150: 22,151-29,128 (+)

2728 29 30 31

DNA binding protein (CDS_0032)
Retron_VI__HTH (CDS_0033)

34 35 36 37

anti-SOS response (APIS178) (CDS_0038)

transcriptional regulator (CDS_0039)
40 41

TemPhD_cluster_27628: 23,386-34,861 (+)

33 34
Retron_VI__HTH (CDS_0037)

38 39

anti-SOS response (APIS178) (CDS_0040)

44

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0045)
RecT-like ssDNA annealing protein (CDS_0046)

DnaD-like helicase loader (CDS_0047)
MTase_II_00030 Type (CDS_0048)

TemPhD_cluster_33028: 23,333-33,921 (+)

retron_type_VI_hth_cluster2_1 (CDS_0037)

3839 40
anti-SOS response (APIS178) (CDS_0041)

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0045)

RecT-like ssDNA annealing protein (CDS_0046) 49

TemPhD_cluster_32820: 23,006-34,514 (+)

retron_type_VI_hth_cluster2_1 (CDS_0036)
37 38 39 anti-SOS response (APIS178) (CDS_0040)

TemPhD_cluster_32232: 19,783-35,675 (+)

holin
ferredoxin (CDS_0024)

25 26 27
anti-CRISPR-Cas (AcrIIA1) (CDS_0028)

anti-CRISPR-Cas (AcrIIA4) (CDS_0029)

integrase (CDS_0032) 33 34

anti-SOS response (APIS102) (CDS_0035)

capH (CDS_0036)

Retron_VI__HTH (CDS_0037)
38

39 40 41 42

anti-SOS response (APIS178) (CDS_0043)

47

TemPhD_cluster_32583: 23,330-33,319 (+)

33
integrase (CDS_0034)

35

retron_type_VI_hth_cluster2_1 (CDS_0038)

39 40 41
anti-repressor Ant (CDS_0042)

44

TemPhD_cluster_32537: 23,660-34,503 (+)

retron_type_VI_hth_cluster2_1 (CDS_0037) 38 39 40
anti-repressor Ant (CDS_0041)

45 46
exonuclease (CDS_0047)

DnaD-like helicase loader (CDS_0048)

TemPhD_cluster_49448: 23,663-36,083 (+)

33 35
retron_type_VI_hth_cluster2_1 (CDS_0038)

39 40 41 42 43 44 anti-SOS response (APIS178) (CDS_0045)

TemPhD_cluster_41929: 22,299-28,496 (+)

28 29

retron_type_VI_hth_cluster2_1 (CDS_0032)

33 34
35

Rha-like transcriptional regulator (CDS_0036)

MADS__mad1 (CDS_0038)

TemPhD_cluster_29814: 22,147-30,967 (+)

Retron_VI__HTH (CDS_0034) 35 36 37 38
39

Rha-like transcriptional regulator (CDS_0040)

TemPhD_cluster_32455: 21,997-31,500 (+)

retron_type_VI_hth_cluster2_1 (CDS_0032) 33 34
35

Rha-like transcriptional regulator (CDS_0036)

TemPhD_cluster_60862: 22,003-33,337 (+)

28

retron_type_VI_hth_cluster2_1 (CDS_0031)

32 33 34 35
36

37 38 39
40

41 anti-SOS response (APIS178) (CDS_0042)

TemPhD_cluster_19342: 23,455-31,824 (+)

retron_type_VI_hth_cluster2_1 (CDS_0033)34 35 36 37
38

39 40 41
42

43 anti-SOS response (APIS178) (CDS_0044)

TemPhD_cluster_32326: 23,681-33,933 (+)

retron_type_VI_hth_cluster2_1 (CDS_0036) 37
38

39 40 41
42

43 anti-SOS response (APIS178) (CDS_0044)

TemPhD_cluster_42131: 22,115-29,613 (+)

Retron_VI__HTH (CDS_0034) 35 38

TemPhD_cluster_21754: 22,006-31,251 (+)

Retron_VI__HTH (CDS_0032) 33

IMGVR_UViG_2602041660_000001|2602041660|2602071201|144505-189577: 26,073-32,883 (+)

Retron_VI__HTH (CDS_0039) 40

TemPhD_cluster_20490: 22,199-29,131 (+)

Retron_VI__HTH (CDS_0036) 37

TemPhD_cluster_12069: 22,006-32,451 (+)

Retron_VI__HTH (CDS_0032) 33 34 35 36 anti-SOS response (APIS178) (CDS_0037)

IMGVR_UViG_2645727509_000001|2645727509|2645729999|145246-191373: 27,134-35,217 (+)

39 40
retron_type_VI_hth_cluster2_1 (CDS_0043)

44 45

TemPhD_cluster_41866: 22,774-31,543 (+)

retron_type_VI_hth_cluster2_1 (CDS_0036)
37 38

TemPhD_cluster_29966: 22,824-28,786 (+)

31 retron_type_VI_hth_cluster2_1 (CDS_0034)

TemPhD_cluster_36799_: 18,635-27,968 (+)

20 21

holin (CDS_0022)
endolysin (CDS_0023)

AbiD__AbiD (CDS_0024) 28

TemPhD_cluster_50361: 18,634-27,801 (+)

21

holin (CDS_0022)
endolysin (CDS_0023)

AbiD (CDS_0024) 28

IMGVR_UViG_2563366558_000002|2563366558|2563369954|2838472-2884475: 22,321-36,936 (+)

28 29 30 31 33 34 35

anti-SOS response (APIS102) (CDS_0036)

capH (CDS_0037)
Retron_VI__HTH (CDS_0038)

39
40

41 42 43
44

45

anti-repressor Ant (CDS_0046)

51 52
Erf-like ssDNA annealing protein (CDS_0053)

TemPhD_cluster_15413: 22,321-33,428 (+)

29 30 31

anti-SOS response (APIS102) (CDS_0032)

capH (CDS_0033)
Retron_VI__HTH (CDS_0034)

35
36

37 38 39
40

41 anti-repressor Ant (CDS_0042)

TemPhD_cluster_41231: 22,323-30,815 (+)

29 30 31

anti-SOS response (APIS102) (CDS_0032)

capH (CDS_0033)
Retron_VI__HTH (CDS_0034)

35
36

37 38 39
40

41 anti-SOS response (APIS178) (CDS_0042)

TemPhD_cluster_22644: 22,323-31,600 (+)

29 30 31

anti-SOS response (APIS102) (CDS_0032)

capH (CDS_0033)

Retron_VI__HTH (CDS_0034)
anti-repressor (CDS_0035)

TemPhD_cluster_21068: 22,006-29,689 (+)

33 34 35
36

37 anti-repressor Ant (CDS_0038)

IMGVR_UViG_637000153_000002|637000153|637000124|2360714-2402366: 27,825-35,173 (+)

38 44 Erf-like ssDNA annealing protein (CDS_0050)

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA


