
uvig_145003: 31,672-35,654 (+)

39
Retron_VI__HTH (CDS_0040)
retron_type_VI_hth_cluster2_1 (CDS_0041)

42 43 44 45 46 47 48 49 50

uvig_132694: 43,276-48,830 (+)

53 54 59
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0063)

64

MGV-GENOME-0299823: 25,627-31,059 (+)

32 33
Retron_VI__HTH (CDS_0035)

36 37

uvig_324218: 16,625-26,322 (+)

baseplate wedge subunit
23 24 tail protein (CDS_0025) 26 27

Retron_VI__HTH (CDS_0031)
32 33

uvig_212165: 25,212-30,424 (+)

34 35

uvig_31010: 20,743-27,000 (+)

28 29 34

MGV-GENOME-0259719: 18,050-25,756 (+)

26 32

uvig_543298: 24,885-30,395 (+)

31 Retron_VI__HTH (CDS_0033)
retron_type_VI_hth_cluster2_1 (CDS_0034)

36

uvig_375966: 21,027-27,472 (+)

retron_type_VI_hth_cluster2_1 (CDS_0033)
35

uvig_326613: 18,730-30,955 (+)

integrase (CDS_0026) 27 28
PDC-S13_WP_097300085.1 (CDS_0029)

30 33 34 35 Retron_VI__HTH (CDS_0036)

uvig_157636: 18,751-31,625 (+)

30 33 34
transcriptional repressor (CDS_0035)

Retron_VI__HTH (CDS_0036)

uvig_324898: 28,583-34,900 (+)

38 39 40 Retron_VI__HTH (CDS_0041)

uvig_87169: 39,561-45,882 (+)

46 47
transcriptional repressor (CDS_0048)

Retron_VI__HTH (CDS_0049)

5000 nt

head and packaging integration and excision other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


