
IMGVR_UViG_2645728045_000008|2645728045|2645778203: 21,268-36,412 (+)

virion structural protein
minor tail protein (CDS_0029)

minor tail protein (CDS_0030)

tail fiber protein (CDS_0031) 32 33 34 35 36 37 38
site-specific recombination directionality factor RDF (CDS_0039)

40 41 42 43 44

IMGVR_UViG_2554235059_000001|2554235059|2554252320: 21,268-37,807 (+)

34

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0035)

36 37 38
site-specific recombination directionality factor RDF (CDS_0039)

IMGVR_UViG_2519899842_000001|2519899842|2519961779: 21,268-37,739 (+)

34 35 36 37
site-specific recombination directionality factor RDF (CDS_0038)

IMGVR_UViG_2860728212_000002|2860728212|2860728212|2337727-2384584: 21,268-29,816 (+)

34

IMGVR_UViG_2561511161_000002|2561511161|2561541554|1229343-1276045: 20,529-29,661 (+)

31 site-specific recombination directionality factor RDF (CDS_0032)

IMGVR_UViG_2718218041_000008|2718218041|2718228478|3093562-3142103: 21,744-30,921 (+)

30 35 40

IMGVR_UViG_2718218066_000002|2718218066|2718228509|2683185-2732480: 21,268-31,222 (+)

34 35 36 polymerase (CDS_0037)

TemPhD_cluster_58177: 21,268-36,596 (+)

34
poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0035)

36 37 42

IMGVR_UViG_2554235065_000004|2554235065|2554252759|1-48060: 21,268-31,988 (+)

34 35

IMGVR_UViG_2551306328_000003|2551306328|2551379537: 21,268-33,261 (+)

34 35

IMGVR_UViG_2778261516_000007|2778261516|2778318003: 21,268-32,307 (+)

34

IMGVR_UViG_642555102_000001|642555102|642555129|1113685-1161888: 22,215-32,065 (+)

36 40

IMGVR_UViG_2875316185_000001|2875316185|2875316185|1084538-1138832: 21,268-37,253 (+)

34 35 36 37
poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0038)

39 40

IMGVR_UViG_2724679141_000003|2724679141|2724712441|197704-250871: 21,689-36,680 (+)

endolysin (CDS_0032)

33
AbiLi-1 AbiLi (CDS_0034)

anti-repressor Ant (CDS_0035)

36
transposase (CDS_0037)

38 39

TemPhD_cluster_39596_: 21,689-37,083 (+)

endolysin (CDS_0032)

33
AbiLi-1 AbiLi (CDS_0034)

anti-repressor Ant (CDS_0035)

36
transposase (CDS_0037)

38 integrase (CDS_0039)

IMGVR_UViG_650377902_000002|650377902|650378014|1232420-1296263: 21,268-34,505 (+)

34
poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0035)

36 37 38

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail transcription regulation unknown function defence (PADLOC) AMR (AMRFinderPlus)


