endolysin (CDS_0024)

tail fiber protein (CDS_0021) tRNA-Leu(GAG) PD-Lambda-1_PD-Lambda-1 (CDS_0031)
tail length tape measure protein (CDS_0018) holin (CDS_0026)  transcriptional regulator (CDS_0030) 34 39
17 19 20 2223 | 25 |27 28 29 [ | 32 33 [3536 37 38[4041
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MGV-GENOME-0224318:11,372-28,499 (+)
endolysm (CDS_0024) transcriptional regﬁator (CDS_0029)
holin (CDS_0026) PD-Lambda-1_PD-Lambda-1 (CDS_0030)
2223 | 257 27 28 | 31 32 33
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MGV-GENOME-0223686: 11,372-28,396 (+)

PD-Lambda-1_PD-Lambda-1 (CDS_0027)

endolysin (CDS_0024)
holin (CDS_0026)

2223 | 25] 28 29 30
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MGV-GENOME-0248814:11,083-24,780 (+)
endolysin (CDS_0027) transcriptional rﬂator (CDS_0034)
29 PD-Lambda-1_PD-Lambda-1 (CDS_0035)

2526 | 28730 31 32 33 | 36 37 38

uvig_229926:12,326-30,601 (+)
RelE-like toxin (CDS_0028)transposase (CDS_0035)

endolysin (CDS_0030) transcriptional regulator (CDS_0038)
25 "holin (CDS_0032) PD-Lambda-1_PD-Lambda-1 (CDS_0039)
2412627/ 29 | 31| 3334 36 37 | 40 41 42
- 1 — 1§ ] L 1 ] I I I 5 | ! ]

OTU_3455:12,424-31,398 (+)
endolysin (CDS_0024)
holin (CDS_0026)
2223 | 25[ 27 28 33 36

MGV-GENOME-0190013: 11,300-22,891 (+)
endolysin (CDS_0026) transcriptional regulator (CDS_0031)
holin (CDS_0028) PD-Lambda-1_PD-Lambda-1 (CDS_0032)
2425 | 27 29 30 | 33 34 35

uvig_245206: 12,230-29,462 (+)
endolysin (CDS_0026)
holin (CDS_0028)
2425 | 27 29 30
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uvig_225653:12,293-23,923 (+)

transcriptional regﬁator (CDS_0033)

endolysin (fCDS_OOZé) PD-Lambda-1_PD-Lambda-1 (CDS_0034)
holin (CDS_0028) transposase (CDS_0031)
2425 | 27T 29 30 32 | 35 36 37
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OTU_3761:12,293-29,528 (+)
transcriptional regulator (CDS_0028)
PD-Lambda-1_PD-Lambda-1 (CDS_0029)
2425 26 27 | 30 31 32

MGV-GENOME-0205464:12,270-26,351 (+)

endolysin (CDS_0024) transcriptional r@ator (CDS_0036)
holin (CDS_0026) PD-Lambda-1_PD-Lambda-1 (CDS_0038)
2223 | 25] 2728 29 30 31 32 33 34 35 | 37 39 40 41
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uvig_360779:11,300-35,011 (+)
endolysin (CDS_0027) transcriptional r(ﬂator (CDS_0038)
“holin (CDS_0029) PD-Lambda-1_ PD-Lambda- 1(CDS 0040)
2526 | 287 30 31 36 37 | 39
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uvig_367713:12,247-35,516 (+)
PD-Lambda-1_PD-Lambda-1 (CDS_0030)
endolysin (CDS_0026)
holin (CDS_0028)
2425 | 27] 29
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MGV-GENOME-0221367:12,497-26,006 (+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0025)
24 26

MGV-GENOME-0188867:12,267-23,654 (+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0028)

25

247 26 27 29
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uvig_479208: 12,360-23,896 (+)

endolysin (CDS_0026) PDC-M69A WP_216276383.1 (CDS_0032) transcriptional regulator (CDS_0039)
holin (CDS_0028) PD-Lambda-1_PD-Lambda-1 (CDS_0040)

2425 | 27T 29 30 31 33 34 35 36 37 38 | 41
SAMN00792067_al_ct44407 vs1:12,267-34,753 (+)

22 23 28

MGV-GENOME-0166571:11,097-19,350 (+)
24 25

OTU_5033: 12,545-20,887 (+)
endolysin (CDS_0024)
2223 | 25 holin (CDS_0026)

. —
MGV-GENOME-0175975:11,133-20,498 (+)

endolysin (CDS_0024)
2223 | 25 holin (CDS_0026)

I . —
MGV-GENOME-0175973:11,133-20,498 (+)

endolysin (CDS_0026)
holin (CDS_0028)
2425 | 27 29
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MGV-GENOME-0250205: 12,267-22,284 (+)

RelE-like toxm (CDS_0030)
holin (CDS_0029)

endolysin (CDS_0027) 32 transcriptional regulator (CDS_0036)
2526 [ 28] |31] 33 34 35 [ 37 38 39 40 42
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uvig_380053: 12,545-30,935 (+)
endolysin (CDS_0025)transcriptional regulator (CDS_0030)
holin (CDS_0027)

2324 | 26 28 29 | 31 32 33 34
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OTU_3911:12,116-28,161 (+)
transcriptional regulator (CDS_0028)
RelE-like toxin (CDS_0024)
222325 26 27 | 29 30 31 32 3334 35
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OTU_3924:11,143-26,842 (+)
transcriptional regulator (CDS_0031)
endolysin (CDS_0027)
holin (CDS_0029)
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24 25] 30 | 32 33 34 35 36 37
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OTU_4068:12,267-26,658 (+)
transcriptional regﬁator (CDS_0026)
head protein (CDS_0023) PD-Lambda-1_PD-Lambda-1 (CDS_0028)
24 25 | 27 29 30 31
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uvig 424513:12,095-26,295 (+)
transcriptional regﬁator (CDS_0019)
PD-Lambda-1_PD-Lambda-1 (CDS_0021)
16 17 18 ‘ 20 22 23 24
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uvig_108125:5,191-19,330 (+)

transcriptional regulator (CDS_0030)
RelE-like toxin (CDS_0026) PD-Lambda-1_PD-Lambda-1 (CDS_0031)
integrase (CDS_0028)

2425 | 27 29 32 33 34
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uvig 442930_:12,545-27,714 (+)

PD-Lambda-1_PD-Lambda-1 (CDS_0029)
endolysin (CDS_0026)

2425 | 2728 30 31 32
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MGV-GENOME-0198052: 12,480-25,437 (+)
endolysin (CDS_0026) transcriptional regulator (CDS_0040)
holin (CDS_0028) 35 PD-Lambda-1_PD-Lambda-1 (CDS_0042)
2425 | 27 29 30 31 32 33 34| 3 37 38 39 | 41 43
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IMGVR_UViG_3300029410_000154|3300029410|Ga0242843_100791: 12,473-34,573 (+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0024)
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MGV-GENOME-0189403: 12,008-23,548 (+)
major tail protein (CDS_0018) 23 24
L ___J N
MGV-GENOME-0152425: 11,223-18,212 (+)
16 2122 23

MGV-GENOME-0179078: 10,244-20,751 (+)
transcriptional regulator (CDS_0027)
PD-Lambda-1_PD-Lambda-1 (CDS_0029)
minor tail protein (CDS_0024)
21 25 26 28 30

Nig 436589 11.777-25,712 (1)
transcriptional regulator (CDS_0026)
PD-Lambda-1_PD-Lambda-1 (CDS_0027)
23 24 25 | 28

| N
MGV-GENOME-0189791: 10,386-23,790 (+)
endolysin (CDS_0027)

holin (CDS_0029) transcriptional regulator (CDS_0034)
24 25 26 | 28] 30 31 32 33 [ 35 3 37 38 39 40
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uvig_327866:11,919-34,967 (+)

[ 9000 nt i

head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)
— L]

defence (PADLOC) tRNA
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