
SAMEA2737697_a1_ct940: 24,771-29,948 (+)

37
RusA-like Holliday junction resolvase (CDS_0038)

39 40 41 42 43 44 45 46 47RM_Type_II__Type_II_MTases_FAM_2 (CDS_0048)

MGV-GENOME-0221991: 16,647-21,567 (+)

36 37 38

MGV-GENOME-0271831: 24,533-29,683 (+)

42 43 44

uvig_324145: 23,644-29,617 (+)

34 39 40 41 43 44 45

uvig_249553: 23,587-30,398 (+)

34 39 40 41 42 44 47 48

SAMEA2737759_a1_ct24126: 23,781-29,967 (+)

40 41 42 43 44 45 46 47

uvig_310780: 28,051-34,025 (+)

43 44 45 46 47

MGV-GENOME-0250125: 24,274-28,972 (+)

40 41 42

MGV-GENOME-0253527: 24,179-31,151 (+)

36 41 42 43 44 45 49

SAMN06164872_a1_ct108581_vs1: 30,099-36,141 (+)

47 48 IetA_00002 (CDS_0049)

MGV-GENOME-0307095: 24,090-31,002 (+)

40 41 42 43 44

IMGVR_UViG_3300029565_000230|3300029565|Ga0244861_100135|3980-40423: 23,349-29,924 (+)

39 40 41 42

IMGVR_UViG_2833297080_000001|2833297080|2833297080|3947-40817: 24,151-30,351 (+)

42 43 46 phosphoadenosine phosphosulfate reductase (CDS_0047)

uvig_579510: 24,365-30,648 (+)

40 44 45

MGV-GENOME-0258968: 24,626-31,655 (+)

40 41 42 44

MGV-GENOME-0207899: 23,797-27,750 (+)

39 40 41

MGV-GENOME-0269818: 23,279-29,064 (+)

39 40 41

IMGVR_UViG_3300045988_033376|3300045988|Ga0495776_042646: 25,470-31,453 (+)

43 44 45 46

IMGVR_UViG_3300045988_043756|3300045988|Ga0495776_008826: 24,204-30,544 (+)

41 43 45 46

IMGVR_UViG_3300045988_034846|3300045988|Ga0495776_008851: 24,207-30,549 (+)

45

2000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)


