vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0030)
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NimABCDEF-NCBIFAM NimABCDEF family 5-nitroimidazole reductase (NFO00261.1) (CDS_0024)
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uvig_152013_:17,647-31,770 (+)

anti-SOS response (AP1S132) (CDS_0025)
capH (CDS_0026)
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MGV-GENOME-0269818: 13,849-22,780 (+)
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IMGVR_UViG_2833297080_000001|2833297080|2833297080|3947-40817:15,266-21,807 (+)
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FtsK/SpolllE-like protein (CDS_0025)
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Ma_2019_SRR341651 NODE_245 length 43176 _cov_2.458663:15,263-28,612 (+)
6000 nt {
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA
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