
uvig_514689: 15,264-32,586 (+)

19 20 21
holin (CDS_0022)

23 tRNA-Thr(GGT)

lytic tail fiber protein (CDS_0024)
Lysine synthesis (VF0815) (CDS_0025)

26 27 28 29

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0030)

31 32
PDC-S10_WP_152022085.1 (CDS_0033)

34 35

anti-SOS response (APIS132) (CDS_0036)
capH (CDS_0037)

38 39 40 41

SAMN06164872_a1_ct108581_vs1: 15,264-28,043 (+)

lytic tail fiber protein (CDS_0024)
Lysine synthesis (VF0815) (CDS_0025)

26 27 28 29 PDC-S10_WP_152022085.1 (CDS_0030)

uvig_330537: 15,261-24,401 (+)

NimABCDEF-NCBIFAM NimABCDEF family 5-nitroimidazole reductase (NF000261.1) (CDS_0024)
tRNA methyltransferase (CDS_0025)

MGV-GENOME-0307095: 15,261-22,579 (+)

24

MGV-GENOME-0279349: 15,677-23,981 (+)

25

anti-SOS response (APIS132) (CDS_0026)
capH (CDS_0027)

28 29 32 33

MGV-GENOME-0275998: 15,676-24,499 (+)

25

anti-SOS response (APIS132) (CDS_0026)
capH (CDS_0027)

28 29 34

uvig_134851: 15,695-24,515 (+)

24 26

anti-SOS response (APIS132) (CDS_0027)
capH (CDS_0028)

29 30 31

IMGVR_UViG_3300029770_000343|3300029770|Ga0168716_100597|12380-48358: 15,695-24,033 (+)

25

anti-SOS response (APIS132) (CDS_0026)
capH (CDS_0027)

28 29 30

uvig_249553: 15,675-24,126 (+)

25

anti-SOS response (APIS132) (CDS_0026)
capH (CDS_0027)

28 29

SAMEA2737697_a1_ct940: 15,695-24,378 (+)

25

anti-SOS response (APIS132) (CDS_0026)
capH (CDS_0027)

28 29 30

MGV-GENOME-0258968: 15,260-23,430 (+)

24 Retron_VI__HTH (CDS_0028)

MGV-GENOME-0271831: 15,270-22,938 (+)

24

uvig_310780: 15,266-26,855 (+)

24 25 26 27

uvig_174042: 15,260-25,437 (+)

24 25

uvig_400354: 15,266-27,040 (+)

24 25 26 27
capH (CDS_0031)

32

uvig_152013_: 17,647-31,770 (+)

27 28 29 30 31 37

MGV-GENOME-0269818: 13,849-22,780 (+)

18 22 24

anti-SOS response (APIS132) (CDS_0025)
capH (CDS_0026)

27

IMGVR_UViG_2833297080_000001|2833297080|2833297080|3947-40817: 15,266-21,807 (+)

24 26 27 28 29 31

IMGVR_UViG_3300029566_000309|3300029566|Ga0244934_100162|61747-98340: 15,263-22,039 (+)

24

MGV-GENOME-0253527: 15,673-23,642 (+)

25 26 27 28

Ma_2019_SRR341651_NODE_245_length_43176_cov_2.458663: 15,263-28,612 (+)

24
FtsK/SpoIIIE-like protein (CDS_0025)

26 27 28 29 30 31

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA


