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Gordonia_phage_Barsten: 3,561-11,267 (+)
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Gordonia_phage_Kewpiedoll: 3,561-11,263 (+)
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Gordonia_phage_SchottB: 1-8,035 (+)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)


