superinfection exclusion (CDS_0009)
10 portal protein (CDS_0011)
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Gordonia_phage_Fitzgerald: 1-8,052 (+)
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Gordonia_phage_Sanjuju: 1-8,092 (+)
HNH endonuclease (CDS_0003)
DNA methyltransferase (CDS_0005)
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NC_055773.1: 1-8,635 (+)
HNH endonuclease (CDS_0003)
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Gordonia_phage_Sitar: 1-8,473 (+)
HNH endonuclease (CDS_0003)
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Gordonia_phage_Bibwit: 1-8,458 (+)
DNA methyltransferase (CDS_0004)
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NC_055778.1:1-8,298 (+)
HNH endonuclease (CDS_0003)
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HNH endonuclease (CDS_0003)
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NC_055819.1:1-9,265 (+)
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Gordonia_phage_ChadMasterC: 1-7,859 (+)
1 2 DNA methyltransferase (CDS_0003) 4
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Gordonia_phage_Geodirt: 1-7,899 (+)
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NC_031239.1:1-7,287 (+)
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NC_055775.1:1-7,124 (+)
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5 RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0009)
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Gordonia_phage Galadriel: 1-7,892 (+)
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Gordonia_phage_Love: 1-8,203 (+)
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Gordonia_phage_Tangerine: 1-7,401 (+)
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Gordonia_phage_Kroos: 1-7,553 (+)
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Gordonia_phage_Baddon: 1-8,105 (+)
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DNA methyltransferase (CDS_0004)
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NC_055808.1:1-8,562 (+)
10 13 head morphogenesis (CDS_0014) 15
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Gordonia_phage_Barsten: 3,561-11,267 (+)
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Gordonia_phage_Kewpiedoll: 3,561-11,263 (+)
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Gordonia_phage_SchottB: 1-8,035 (+)
3000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
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