
Gordonia_phage_ChadMasterC: 53,605-58,436 (+)

68 69 70 71 72 73 74 75 76 77 78 79 80 81 DNA methyltransferase

NC_053236.1: 50,638-56,174 (+)

70 71 72

NC_055808.1: 52,057-57,584 (+)

76 77 82

Gordonia_phage_Tangerine: 50,643-57,302 (+)

72 74 75 78 oMTase_00015 orphan (CDS_0081) 82

NC_053241.1: 50,506-57,444 (+)

72 73

Gordonia_phage_Kroos: 51,023-56,730 (+)

69 70

NC_053239.1: 50,471-57,308 (+)

75 76

NC_053238.1: 50,377-56,230 (+)

75 76

Gordonia_phage_SchottB: 50,963-57,125 (+)

72 73 77

Gordonia_phage_JKSyngboy: 51,228-58,172 (+)

71 72 MTase_II_00157 Type (CDS_0078)

Gordonia_phage_Angelicage: 52,431-59,212 (+)

72 73 74

Gordonia_phage_Affeca: 52,479-59,153 (+)

73 74 79

NC_055779.1: 53,897-58,278 (+)

75 79

NC_055753.1: 54,192-58,764 (+)

76

NC_042108.1: 54,334-58,839 (+)

81

Gordonia_phage_Galadriel: 54,570-59,397 (+)

72 77

NC_042045.1: 55,352-60,233 (+)

75 79

Gordonia_phage_BobBob: 53,865-58,674 (+)

73 75 79

NC_055773.1: 53,690-58,471 (+)

77 78

Gordonia_phage_Kewpiedoll: 54,626-59,470 (+)

77 78

Gordonia_phage_Nordenberg: 53,276-57,569 (+)

76

Gordonia_phage_Barsten: 54,462-59,498 (+)

75 76 80 81

Gordonia_phage_Geodirt: 54,939-59,492 (+)

76

Gordonia_phage_Paries: 55,742-60,124 (+)

83

Gordonia_phage_Baddon: 54,139-57,687 (+)

77

Gordonia_phage_Love: 51,925-58,604 (+)

71 72 74 79 80 81

2000 nt

other unknown function defence (PADLOC)


