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replication initiation protein (CDS_0054)
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replication initiation protein (CDS_0058) 59 60 64

Gordonia_phage_Paries: 43,194-51,212 (+)
replication initiation protein (CDS_0057) 58 59

NC_055808.1:42,944-50,950 (+)

48 replication initiation protein (CDS_0053) 54 55 62

Gordonia_phage_Geodirt: 42,930-51,554 (+)
replication initiation protein (CDS_0055) 56 57
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replication initiation protein (CDS_0054) 55 56
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53 55

w
o

I
Gordonla _phage_Jabberwocky: 43,252-50,730 (+)
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Gordonia_phage_Love: 43,549-51,343 (+)

replication initiation protein (CDS_0055)
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DNA, RNA and nucleotide metabolism unknown function




