minor tail protein RecE-like recombination exonuclease (CDS_0048)
44 45 46 47 49 50 51 52 53 54

NC_055779.1:38,835-44,291 (+)
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NC_055753.1: 39,244-44,668 (+)
51 HNH endonuclease (CDS_0053)

NC_031239.1:39,861-45,768 (+)
HNH endonuclease (CDS_0050)

Gordonia_phage_Sitar: 39,807-45,560 (+)

minor tail protein (CDS_0042) 48
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Gordonia_phage_Kewpiedoll: 38,332-44,898 (+)

I N
Gordonia_phage_Galadriel: 38,418-44,736 (+)

Gordonia_phage_Love: 39,583-46,176 (+)

NC_055775.1:38,284-44,731 (+)

50 replication initiation protein (CDS_0055) 56 57 58
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Gordonia_phage_ChadMasterC: 40,467-49,409 (+)
48 55

Gordonia_phage_Geodirt: 39,703-48,453 (+)

HNH endonuclease (CDS_0047)
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Gordonia_phage_Angelicage: 38,913-47,859 (+)

49 56

Gordonia_phage Sanjuju: 39,858-48,051 (+)

Gordonia_phage_Fitzgerald: 39,725-48,308 (+)

Gordonia_phage_BobBob: 38,187-47,075 (+)

Gordonia_phage_Nordenberg: 38,449-46,427 (+)

NC_055808.1:39,629-47,991 (+)

Gordonia_phage_Paries: 39,918-48,326 (+)
membrane protein (CDS_0042)
41 membrane protein (CDS_0043) HNH endonuclease (CDS_0048)

N
Gordonia_phage_Bibwit: 37,186-43,456 (+)

HNH endonuclease (CDS_0050)
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NC_055819.1: 38,887-48,863 (+)
3000 nt
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail unknown function
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