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Gordonia_phage_Ribeye: 44,368-51,976 (+)

NC_053241.1:44,368-51,976 (+)

61
1
Gordonia_phage_Tangerine: 45,938-52,158 (+)

58 59 62
I S
NC_053239.1:46,410-51,983 (+)
54 58 59
e e
Gordonia_phage_JKSyngboy: 46,949-52,778 (+)
60 61 63
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NC_053238.1:46,025-51,546 (+)
49 57 58
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Gordonia_phage_SchottB: 43,610-52,156 (+)

60 62

NC_055753.1:44,504-53,437 (+)
53 54 56 57 60 61

Gordonia_phage_Ashertheman: 43,741-51,756 (+)

NC_055808.1:44,486-53,160 (+)

Gordonia_phage_Paries: 44,745-53,918 (+)
RecT-like ssDNA annealing protein (CDS_0051) 57 59 60 61

Gordonia_phage_Galadriel: 42,893-53,774 (+)

58 62 63 64 65
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NC_042108.1: 44,582-53,539 (+)
59 6061 62 63

Gordonia_phage_Jabberwocky: 45,006-53,905 (+)

59 6061 62 63 66 71

Gordonia_phage_Sanjuju: 44,585-54,574 (+)

58 59 60 61
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NC_055773.1:43,026-53,697 (+)

60 61 62
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Gordonia_phage_Bibwit: 43,265-53,341 (+)
I 4000 nt {

DNA, RNA and nucleotide metabolism unknown function




