HNH endonuclease (CDS_0037) HEase_00033 homing (CDS_0042)
minor tail protein (CDS_0039) minor tail protein (CDS_0045)
tail length tape measure protein (CDS_0034) 35 36 minor tail protein (CDS_0038) 40 41 endolysin (CDS_0043) 44 46 47

NC_031239.1:25,193-41,037 (+)

Gordonia_phage_Nordenberg: 23,637-39,625 (+)
31 32 HNH endonuclease (CDS_0036) 40

I
NC_055819.1: 24,546-39,354 (+)
minor tail protein (CDS_0037)
34 36 38

NC_053236.1:23,368-39,770 (+)

tail fiber protein (CDS_0036)
35 minor tail protein (CDS_0037)
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Gordonia_phage Kroos: 23,892-40,295 (+)

tail fiber protein (CDS_0039)
38 40
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Gordonia_phage_Ashertheman: 23,432-40,100 (+)
minor tail protein (CDS_0038)
minor tail protein (CDS_0037)
HNH endonuclease (CDS_0032) 36 minor tail protein
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Gordonia_phage_Geodirt: 22,585-39,033 (+)

6000 nt i
DNA, RNA and nucleotide metabolism lysis tail unknown function defence (PADLOC)
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