tRNA-Met(CAT) terminase small subunit (CDS_0030)
endolysin (CDS_0023) MTase_l1_00015 Type (CDS_0028)
17 UG4(CDS_0018)19 20 21 22 24 25 26 27 | 29 31
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MGV-GENOME-0176401: 14,195-23,267 (+)
endolysin (CDS_0023) 24 25 26 MTase_II_00015 Type (CDS_0027)

MGV-GENOME-0173661:14,192-22,858 (+)
endolysin (CDS_0023) 24 25 26 27
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endolysin (CDS_0023) 24 MTase_ll_00015 Type (CDS_0025)
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MGV-GENOME-0167071:14,195-21,920 (+)

16 17 18 22 endolysin (CDS_0024) MTase_II_00015 Type (CDS_0025)

MGV-GENOME-0164778:13,208-21,604 (+)
endolysin (CDS_0023) MTase_II_00015 Type (CDS_0024)

MGV-GENOME-0164713: 14,195-21,595 (+)
MTase_lI_00157 Type (CDS_0028)
amidase (CDS_0025)
24 26 27 29 30 MTase_lI_00015 Type (CDS_0031)
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MTase_lI_00157 Type (CDS_0028)
amidase (CDS_0025)
24 26 27 29 30 MTase_|I_00015 Type (CDS_0031)
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MGV-GENOME-0208539: 15,228-25,302 (+)
amidase (CDS_0025)
24 RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0026)

GV-GENOME-0154244: 15, 226 21 052 (+)

amidase (CDS_0025)
24 26 27 28 29 30  MTase_ll_00015 Type (CDS_0031)
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MGV-GENOME-0178372:15,229-24,428 (+)

amidase (CDS_0025)
24 26 27 28 29 MTase_II_00015 Type (CDS_0030)

_)
amidase (CDS_0025)
24 26 27 28  MTase_ll_00015 Type (CDS_0029)
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MGV-GENOME-0172881:15,229-23,604 (+)

amidase (CDS_0025)
24 26 27 28 29 30 MTase_ll_00015 Type (CDS_0031)

_)
amidase (CDS_0025)
24 MTase_lI_00015 Type (CDS_0026)
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endolysin (CDS_0024) 25 26 27 MTase_II_00015 Type (CDS_0028)

_)
amidase (CDS_0027)
21 26 28 29 30 31 32 33 MTase_II_00015 Type (CDS_0034)
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amidase (CDS_0025)
24 26 27 28 29 30
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GV-GENOME-0150206: 13,891-20,0083 (+)
endolysin (CDS_0024) 25

<

GV-GENOME-0154848: 15,031-21,132 (+)
endolysin (CDS_0024) 25

<

GV-GENOME-0153504: 15,229-20,957 (+)

<

transposase (CDS_0025)
endolysin (CDS_0024) 26 MTase_II_00015 Type (CDS_0027)

&)
endolysin (CDS_0024) ParB-like partition protein (CDS_0032)
25 26 27 28 31 Druantia_Il__DruM (CDS_0033)
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MGV-GENOME-0214852: 15,229-29,369 (+)
endolysin (CDS_0024) ParB-like partition protein (CDS_0029)
25 26 27 28 Druantia_ll_DruM (CDS_0030)
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ParB-like partition protein (CDS_0026)
endolysin (CDS_0024)
25 Druantia_ll_DruM (CDS_0027)
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MGV-GENOME-0186499:15,229-23,551 (+)
endolysin (CDS 0006) 5 4 3 21
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GV-GENOME-4345286: 1-5,580 (-)

<

endolysin (CDS_0024)

<

GV-GENOME-0135481:14,983-18 777( )
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis unknown function defence (DefenseFinder) defence (PADLOC) tRNA
— I




