
MGV-GENOME-0343773: 9,335-21,848 (+)

11 12 13 14
SigE (VF0295) (CDS_0015)

16 17 18 19 20 21 22 23 24

MGV-GENOME-0315748: 9,335-26,871 (+)

16 19

MGV-GENOME-0348747: 9,335-22,093 (+)

16

MGV-GENOME-0315723: 9,335-26,700 (+)

16 20 21 23

MGV-GENOME-0316621: 8,780-27,358 (+)

10 16 20 21

MGV-GENOME-0326015: 9,332-27,324 (+)

16

MGV-GENOME-0322412: 9,332-26,522 (+)

16

TemPhD_cluster_56374: 9,332-27,192 (+)

16

MGV-GENOME-0233706: 10,078-28,366 (-)

22

IMGVR_UViG_3300045988_144055|3300045988|Ga0495776_160288: 8,780-27,061 (+)

16

MGV-GENOME-0339431: 9,335-27,071 (+)

16

uvig_291610: 9,335-26,236 (+)

16

IMGVR_UViG_3300029552_000185|3300029552|Ga0245113_100040|140303-202882: 9,338-27,221 (+)

14 17

MGV-GENOME-0329445: 9,335-27,201 (+)

16

uvig_424756: 28,312-46,730 (-)

dCMP deaminase (CDS_0036)

IMGVR_UViG_3300045988_144605|3300045988|Ga0495776_073360: 8,780-27,192 (+)

16

MGV-GENOME-0231601: 9,335-26,366 (+)

dCMP deaminase (CDS_0016)

SRS147425_a1_ct10109_vs1: 7,721-26,668 (+)

16

MGV-GENOME-0333650: 9,335-27,694 (+)

16

MGV-GENOME-0229638: 9,332-26,844 (+)

16

IMGVR_UViG_3300029076_000047|3300029076|Ga0169233_100039|100656-163831: 8,780-26,983 (+)

17

IMGVR_UViG_3300029460_000157|3300029460|Ga0244138_100084|41-58963: 8,780-26,979 (+)

16

uvig_107917: 9,332-26,932 (+)

16

IMGVR_UViG_3300030039_000150|3300030039|Ga0242799_100177|1-61407: 8,786-26,992 (+)

15

IMGVR_UViG_3300029468_000007|3300029468|Ga0244207_100233: 8,780-27,325 (+)

16

MGV-GENOME-0329630: 9,332-27,301 (+)

16

IMGVR_UViG_3300029731_000268|3300029731|Ga0245178_100416|2-63995: 8,783-27,299 (+)

15

MGV-GENOME-0244174: 9,332-25,669 (+)

16

MGV-GENOME-0333823: 9,332-26,466 (+)

16

MGV-GENOME-0242955: 8,780-27,043 (+)

16

uvig_48757: 9,305-27,016 (+)

16

IMGVR_UViG_3300045988_133374|3300045988|Ga0495776_160276: 8,783-27,074 (+)

15

MGV-GENOME-0284533: 8,780-25,444 (+)

16

MGV-GENOME-0224867: 9,340-27,972 (-)

20

uvig_125008: 8,855-27,430 (+)

15

MGV-GENOME-0300948: 8,778-25,784 (+)

15

uvig_254508: 8,855-27,457 (+)

16

MGV-GENOME-0323770: 9,335-27,380 (+)

16

MGV-GENOME-0335546: 9,335-26,587 (+)

16

MGV-GENOME-0344601: 9,335-27,313 (+)

16 17

IMGVR_UViG_2562617173_000005|2562617173|2562631445|50568-112530: 9,332-27,775 (+)

16 17 PDC-M64C_WP_110053925.1 (CDS_0018)

MGV-GENOME-0334599: 9,332-27,777 (+)

16 PDC-M64C_WP_110053925.1 (CDS_0017)

MGV-GENOME-0262478: 8,780-27,777 (+)

16 PDC-M64C_WP_110053925.1 (CDS_0017)

IMGVR_UViG_646206266_000007|646206266|646206418|462806-526668: 8,780-27,796 (+)

16 17 PDC-M64C_WP_110053925.1 (CDS_0018)

MGV-GENOME-0290157: 8,780-26,152 (+)

16 17 PDC-M64C_WP_110053925.1 (CDS_0018)

OTU_2674: 8,780-29,058 (+)

16 22 23

MGV-GENOME-0237727: 9,335-26,341 (+)

16 17

IMGVR_UViG_3300045988_158662|3300045988|Ga0495776_160228: 9,332-27,178 (+)

16 17

MGV-GENOME-0332896: 9,335-27,140 (+)

16

MGV-GENOME-0327356: 9,335-24,113 (+)

16 18

MGV-GENOME-0330539: 9,335-25,550 (+)

16

MGV-GENOME-0329058: 9,335-19,365 (+)

16

MGV-GENOME-0337983: 9,335-24,188 (+)

16

MGV-GENOME-0350388: 9,332-19,601 (+)

16

MGV-GENOME-0310974: 9,332-27,655 (+)

16 21 22

MGV-GENOME-0226472: 8,783-27,061 (+)

toxin (CDS_0016) 17

IMGVR_UViG_3300045988_118443|3300045988|Ga0495776_074099: 9,332-27,058 (+)

toxin (CDS_0016) 17

MGV-GENOME-0237088: 9,332-26,223 (+)

toxin (CDS_0016) 17

MGV-GENOME-0268653: 8,855-25,426 (+)

toxin (CDS_0016)
17

MGV-GENOME-0255464: 8,855-28,526 (+)

toxin (CDS_0016)
17 22 23

MGV-GENOME-0325290: 9,332-28,526 (+)

toxin (CDS_0016)
17

MGV-GENOME-0336909: 8,780-24,511 (+)

12
toxin (CDS_0016)

17

MGV-GENOME-0258907: 8,783-28,817 (+)

toxin (CDS_0016)
17 23

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0024)
25

MGV-GENOME-0235116: 8,372-27,172 (+)

toxin (CDS_0016)
17 20 23

MGV-GENOME-0241029: 8,423-27,498 (+)

16 21

IMGVR_UViG_3300029563_000283|3300029563|Ga0245114_100414|6553-68002: 9,332-27,868 (+)

16

MGV-GENOME-0263621: 8,783-28,284 (+)

16

IMGVR_UViG_3300045988_160701|3300045988|Ga0495776_163111: 8,783-27,621 (+)

16

IMGVR_UViG_3300014919_000056|3300014919|Ga0169798_100010|78485-140377: 9,335-27,618 (+)

16

MGV-GENOME-0341144: 8,780-27,966 (+)

15

uvig_314486: 9,335-27,974 (+)

16

IMGVR_UViG_3300045988_153819|3300045988|Ga0495776_156116: 8,780-27,911 (+)

16

MGV-GENOME-0339004: 8,783-27,922 (+)

15

uvig_281852: 8,783-27,646 (+)

15

IMGVR_UViG_3300045988_137847|3300045988|Ga0495776_181548: 8,780-27,532 (+)

17

MGV-GENOME-0340527: 8,783-27,527 (+)

15

MGV-GENOME-0248769: 8,780-27,039 (+)

16 21
22

23

IMGVR_UViG_3300029324_000095|3300029324|Ga0243218_100114|6240-67682: 8,783-27,179 (+)

16 17

MGV-GENOME-0340277: 8,783-27,182 (+)

15 16

MGV-GENOME-0342637: 8,780-27,208 (+)

15

MGV-GENOME-0290230: 8,783-25,572 (+)

15 16

MGV-GENOME-0348655: 8,783-26,363 (+)

15 16

IMGVR_UViG_3300045988_154564|3300045988|Ga0495776_009539: 8,786-27,755 (+)

15 16

MGV-GENOME-0339769: 8,780-27,730 (+)

16 17

MGV-GENOME-0247805: 8,783-28,378 (+)

15 16 22 23
SspD_00001 SspD (CDS_0024)

uvig_292445: 8,783-27,700 (+)

15 16

MGV-GENOME-0229703: 8,783-25,591 (+)

15 16

IMGVR_UViG_3300023485_000166|3300023485|Ga0257032_10122|3302-67630: 9,332-27,712 (+)

16 18 19

MGV-GENOME-0321145: 8,783-29,217 (+)

15

MGV-GENOME-0245896: 8,780-26,328 (+)

16

uvig_311379: 8,578-27,308 (+)

9 12 17 20

IMGVR_UViG_3300045988_134992|3300045988|Ga0495776_186279: 8,783-30,096 (+)

16
17

18
19

20

2122 23
24

25
26

27
28

29

IMGVR_UViG_3300045988_134960|3300045988|Ga0495776_036416: 9,332-30,082 (+)

16
17

18
19

20

2122 23
24

25
26

27
28

29

IMGVR_UViG_3300029547_000110|3300029547|Ga0245108_100019|248915-311517: 9,335-30,084 (+)

16
17

18
19

20

2122 23
24

25
26

27 28
PDC-M64C_WP_110053925.1 (CDS_0029)

MGV-GENOME-0354277: 8,783-30,650 (+)

16
17

18
19

20

2122 23
24

25
26

27
28

29

uvig_171818: 8,780-29,545 (+)

16 17 18
19

20
21

22
23

24
25

26

IMGVR_UViG_3300045988_127229|3300045988|Ga0495776_149693: 9,332-29,515 (+)

16 17 18
19

20
21

22
23

24
25

26

IMGVR_UViG_3300045988_151343|3300045988|Ga0495776_111864|1-41385: 8,783-29,699 (+)

16
17

18
19

20

21 22 2324 25
26

27

MGV-GENOME-0342826: 9,335-29,792 (+)

16
17

18
19

20

21 22 2324 25
26

27

IMGVR_UViG_3300045988_153537|3300045988|Ga0495776_102236: 9,335-30,349 (+)

16
17

18
19

20

21 22 2324 25
26

27

IMGVR_UViG_3300045988_137904|3300045988|Ga0495776_033093|24332-65782: 8,783-30,310 (+)

16
17

18
19

20

21 22 2324 25
26

27

SAMN00791930_b1_ct3: 9,335-30,310 (+)

16
17

18
19

20

21 22 2324 25
26

27

MGV-GENOME-0342818: 9,335-30,309 (+)

17
18

19
20

21

22 23 2425 26
27

28 29

TemPhD_cluster_56381: 9,335-30,310 (+)

16
17

18
19

20

21 22 2324 25 26
PDC-M64C_WP_110053925.1 (CDS_0027)

8000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC) virulence (VFDB)


