anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0052) RusA-like Holliday junction resolvase (CDS_0058)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0054) DnaD-like helicase loader (CDS_0060)
48 49 50 51 53 55 56 57 | 59 61 62 63 64 65
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IMGVR_UViG_3300045988 072722|3300045988|Ga0495776_008005: 32,037-39,956 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0052)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0054)
53 55 56 57
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IMGVR_UViG_3300045988_083470|3300045988|Ga0495776_007611:32,082-39,882 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0052)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0054)
53 55 56 57
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uvig 342340:32,038-40,321 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0052)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0054)
53 55 56 57 58
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IMGVR _UViG_3300045988 058799|3300045988|Ga0495776_113859:32,038-40,059 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0057)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0059)
58 60 61 62 63 DnaD-like helicase loader (CDS_0065)
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uvig 249331:32,226-40,921 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0057)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0059)
55 58 60 61 62 63 64 DnaD-like helicase loader (CDS_0066)
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SRS146832_al_ct27871:32,209-40,478 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0054)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0056)
55 57 58 59 60 61 62
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uvig 390804: 31,643-39,904 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S169) (CDS_0053)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0055)
54 56 57 58 59
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IMGVR_UViG_3300045988_047365|3300045988|Ga0495776_008319: 32,053-40,139 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S169) (CDS_0053)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0055)
54 56 57 58
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IMGVR_UViG_3300007109_000008|3300007109|Ga0102633_100431:32,053-39,992 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0065)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0067)
66 68 69 70

g R N N O O{

uvig 310969:37,101-44,914 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0052)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0054)
53 55 56 57
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SAMNO9781758 a1l ct6818_vs1:32,368-40,145 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0059)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0057) Lpg2644 (VF0800) (CDS_0060)
58 61 62 63

69
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IMGVR_UViG_3300045988_038418|3300045988|Ga0495776_008332: 31,970-40,150 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0057)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0059)
58 Lpg2644 (VF0800) (CDS_0060) 61 62
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MGV-GENOME-0273507:31,701-39,828 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0059)

anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0057) Lpg2644 (VF0800) (CDS_0060)
58 61 62 63
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uvig_323668:31,970-40,152 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0059)

anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0057) Lpg2644 (VF0800) (CDS_0060)
58 61 62 63
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MGV-GENOME-0275223:31,970-40,150 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0053)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0055)
54 56 57 58 59 60 DnaD-like helicase loader (CDS_0062)
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SAMEA2579933_al_ct158093_vs1:31,216-39,864 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0053)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0055)
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uvig 119284:31,248-39,726 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0053)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0055)
54 56 57 58 59
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MGV-GENOME-0274873:31,216-40,078 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0052)
anti-CRISPR-Cas evasion by DNA repair (AP1S149) (CDS_0054)
53 55 56 57
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SAMN11252277 al ct268541 vs1:30,204-38,427 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0053)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0055)
54 DnaD-like helicase loader (CDS_0056) terminase small subunit (CDS_0061)
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MGV-GENOME-0260393:31,216-38,517 (+)
RecT-like ssDNA annealing protein (CDS_0058)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (EDS_0057) 59 60 61 62
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MGV-GENOME-0286861:33,994-42,455 (+)
RecT-like ssDNA annealing protein (CDS_0058)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (EDS_0057) 59 60 61 62
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IMGVR _UViG_3300045988 076946|3300045988|Ga0495776_139944:33,994-42,735 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0057)
Lpg2644 (VF0800) (CDS_0059)
RecT-like ssDNA annealing protein (CDS_0658) 60 61 62 63
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Ma_2019_SRR413619_NODE_388_length_44227_cov_6.552658:33,994-43,103 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0057)
Lpg2644 (VFO800) (CDS_0059)
RecT-like ssDNA annealing protein (CDS_0058) 60 61 62
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IMGVR_UViG_3300045988_029591|3300045988|Ga0495776_008129:31,815-39,831 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0057)
RecT-like ssDNA annealing protein (CDS_0058)
\ Lpg2644 (VFO800) (CDS_0059) 60 61
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IMGVR_UViG_3300045988_053481|3300045988|Ga0495776_008071:31,914-39,727 (+)
RecT-like ssDNA annealing protein (CDS_0055)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0054) 56 57 58
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uvig_176546:31,413-39,412 (+)

RecT-like ssDNA annealing protein (CDS_0056)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (EDS_OOSS) 57 58 59
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SAMNO0715140_b1 _ct4:31,987-39,723 (+)

RecT-like ssDNA annealing protein (CDS_0056)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (EDS_OOSS) 57 58 59
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SAMNO09781786_al _ct23609: 32,087-40,096 (+)

RecT-like ssDNA annealing protein (CDS_0056)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0055) 57 58 59 60
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MGV-GENOME-0275784:31,987-40,169 (+)
RecT-like ssDNA annealing protein (CDS_0056)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0055) 57 58 59
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MGV-GENOME-0274619:31,987-39,942 (+)
RecT-like ssDNA annealing protein (CDS_0057)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (EDS,OOS()) 58 59 60 61
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IMGVR_UViG_3300045988 018957|3300045988|Ga0495776_019625:33,952-42,145 (+)
RecT-like ssDNA annealing protein (CDS_0057)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0056) 58 59 60
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MGV-GENOME-0284881: 33,853-42,026 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0056)
RecT-like ssDNA annealing protein (CDS_0057)
\ Lpg2644 (VF0800) (CDS_0058) 59 60
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IMGVR_UViG_3300045988_030619|3300045988|Ga0495776_095090: 33,853-42,026 (+)
RecT-like ssDNA annealing protein (CDS_0052)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0051) 53 54 55 56 60
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IMGVR _UViG_3300045988 017699|3300045988|Ga0495776_071654:30,601-40,094 (+)
RecT-like ssDNA annealing protein (CDS_0052)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0051) 53 54 55 56
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SRS018427_al _ct32862:30,601-39,756 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0048)
RecT-like ssDNA annealing protein (CDS_0050)
47 49 51 52 58
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SAMN11252294 al ct27008:30,224-38,785 (+)
k 3000 nt {
DNA, RNA and nucleotide metabolism head and packaging unknown function virulence (VFDB) anti-defence (dbAPIS)
N




