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IMGVR_UViG_3300045988_076946|3300045988|Ga0495776_139944:23,835-31,863 (+)

HNH endonuclease (CDS_0041)
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HNH endonuclease (CDS_0040) 41
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HNH endonuclease (CDS_0038) 39

uvig 310969:21,493-28,979 (+)
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HNH endonuclease (CDS_0037)
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MGV-GENOME-0260393:21,625-28,948 (+)
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\MGVR UViG_3300045988_038418|3300045988|Ga0495776_008332: 20,920-29,253 (+)
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MGV-GENOME-0273507:21,165-28,984 (+)
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IMGVR_UViG_3300045988_083470[3300045988|Ga0495776_007611:22,202-30,336 (+)
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DNA, RNA and nucleotide metabolism transcription regulation unknown function




