
SAMN09781786_a1_ct23609: 22,267-29,637 (+)

32 33 34 35 36 37
HNH endonuclease (CDS_0038)

39 40 41 42 43 44

SAMN09781758_a1_ct6818_vs1: 23,370-30,224 (+)

39

SAMN11252277_a1_ct268541_vs1: 20,717-27,886 (+)

33 35 39

IMGVR_UViG_3300045988_076946|3300045988|Ga0495776_139944: 23,835-31,863 (+)

HNH endonuclease (CDS_0039)
40 42 45

IMGVR_UViG_3300045988_049196|3300045988|Ga0495776_094476: 23,611-31,236 (+)

37 38
HNH endonuclease (CDS_0041)

42

IMGVR_UViG_3300045988_053481|3300045988|Ga0495776_008071: 21,858-29,594 (+)

HNH endonuclease (CDS_0040) 41

uvig_310969: 21,493-28,979 (+)

HNH endonuclease (CDS_0038) 39

IMGVR_UViG_3300007109_000008|3300007109|Ga0102633_100431: 21,365-29,391 (+)

HNH endonuclease (CDS_0036) 37

uvig_249331: 21,942-29,631 (+)

HNH endonuclease (CDS_0039) 40

IMGVR_UViG_3300006747_000006|3300006747|Ga0101801_100462: 20,924-28,508 (+)

36 37

SRS018427_a1_ct32862: 20,924-28,150 (+)

36

SAMN00715140_b1_ct4: 22,985-29,958 (+)

40

MGV-GENOME-0260393: 21,625-28,948 (+)

35
HNH endonuclease (CDS_0037)

38

IMGVR_UViG_3300045988_038418|3300045988|Ga0495776_008332: 20,920-29,253 (+)

29 34 35 36 38 39

MGV-GENOME-0273507: 21,165-28,984 (+)

35 38 39

IMGVR_UViG_3300045988_083470|3300045988|Ga0495776_007611: 22,202-30,336 (+)

34 35 41

3000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function


