Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0021)
endonuclease (CDS_0022)
dGTPase inhibitor (CDS_0015) RNA polymerase inhibitor (CDS_0020) amidase (CDS_0024)
N4-like RNA polymerase (CDS_0011) 12 13 14 DNA ligase (CDS_0016) 17 18 19 [ | 23 25

uvig 141149:6,247-14,465 (+)
dGTPase inhibitor (CDS_0015) 19

SAMEA2737787_al_ct23066: 6,192-14,410 (+)
dGTPase inhibitor (CDS_0013) 16

MGV-GENOME-0269384: 5,964-14,051 (+)
15

NC_048136.1:5,582-13,218 (+)
nucleotide kinase (CDS_0015)

HG813241.1:5,101-13,241 (+)
nucleotide kinase (CDS_0015)

NC_023558.1:5,101-13,241 (+)
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MGV-GENOME-0268676:5,899-14,372 (+)

dGTPase inhibitor (CDS_0016) nucleotide kinase (CDS_0019)

NC_031018.1:5,561-13,747 (+)
nucleotide kinase (CDS_0013) HNH endonuclease (CDS_0016)

!

MGV-GENOME-0269006: 4,820-13,543 (+)
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NC_048025.1: 6,157-14,320 (+)

nucleotide kinase (CDS_0018)
16 19
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NC_048135.1:5,342-14,175 (+)
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NC_031943.1:5,418-13,849 (+)
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NC_048161.1: 6,000-14,168 (+)
nucleotide kinase (CDS_0014)

TemPhD_cluster_42970:4,587-12,804 (+)

-
w

NC_047808.1:4,844-12,583 (+)
12 13 nucleotide kinase (CDS_0018) 19

NC_031123.1:5,649-13,944 (+)
10 13 endonuclease (CDS_0016) 18

TemPhD_cluster_50246:4,805-13,206 (+)
nucleotide kinase (CDS_0014)
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KJ748011.1:5,327-14,156 (+)
nucleotide kinase (CDS_0014)
15
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MGV-GENOME-0269345:7,700-13,990 (+)
nucleotide kinase (CDS_0014)
RNA polymerase (CDS_0007) 15

uvig_228586:4,949-13,990 (+)
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MGV-GENOME-0264275:5,210-13,525 (+)
13 14

uvig_409277:3,740-12,055 (+)
nucleotide kinase (CDS_0014) 15

HG818823.1:4,942-12,878 (+)
nucleotide kinase (CDS_0017) 18
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NC_048023.1:5,798-13,916 (+)

16
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MT350292.1:6,173-14,553 (+)
nucleotide kinase (CDS_0014) 15 16

NC_007636.1:5,274-13,575 (+)
nucleotide kinase (CDS_0013) 14 15

DQ111067.1:5,274-13,578 (+)
nucleotide kinase (CDS_0013)

NC_047927.1:4,635-12,513 (+)
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NC_047829.1:5,235-13,690 (+)
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uvig_290651:5,155-13,478 (+)
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MGV-GENOME-0268257: 5,349-13,734 (+)

nucleotide kinase (CDS_0014)
nucleotide kinase (CDS_0013) endonuclease (CDS_0018)

NC_047777.1:5,535-13,953 (+)
17 1819

NC_048071.1:6,110-14,644 (+)

i
w

17 RNA polymerase inhibitor (CDS_0018)

TemPhD_cluster_42390: 5,633-14,337 (+)
nucleotide kinase (CDS_0015)

SAMN10080901_al ct415:5,168-13,713 (+)
HNH endonuclease (CDS_0012)
nucleotide kinase (CDS_0014)

!

uvig_331826:5,018-13,559 (+)
nucleotide kinase (CDS_0014)
dGTPase inhibitor (CDS_0011) 15

EU734172.1:4,948-12,547 (+)

nucleotide kinase (CDS_0018)
dGTPase inhibitor (CDS_0014) 17 19
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NC_031937.1:8,404-12,642 (+)

3000 nt i
DNA, RNA and nucleotide metabolism lysis other unknown function
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